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%DE = 0.05 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
) ID p-value  Metagene
# genes with fdr < 0.2 =445 (180 +/265 -)

Overexpressed
# genes with fdr < 0.1 =274 (113 +/161 -) 1 201123.s at -1.82 2e-16 9e-13 1x43 eukaryotic translation initiation factor 5A [Source:HGNC Syml ] 12.93  NULL 403 chr Chr14
) 2 869  NULL 833 Chr Chr 19
# genes with fdr < 0.05 =215 (83 +/132 -) 2 202310_s.at -168 2e-16 9e-13 9x0  collagen type | alpha 1 chain [Source:HGNC Symbol:AccHG 3 8.2 NULL 18 Lymphoma/RIGHT_ABC UP
. 4 732 NULL 689 chr Chr3
< = -
# genes with fdr < 0.01 =124 (48 +/76 -) 3 2024045t -174 26-16 9e-13 9x0 collagen type | alpha 2 chain [Source:HGNC SymbolAccHG 5 692  NULL 85 Lymphomaukema_BCL2 DN_BCL6 UP
6 6.87  NULL 3767 ChromatiBeedigperipheral blood_6_EnhG
# genes in genesets = 13152 4 211161sat -154 2e-16 9e-13 9x0  collagen type lll alpha 1 chain [Source:HGNC SymbolAccHC 631 NULL 184 Chr  Chri1g
8 6.28 NULL 173 Lymphomni¢ictora_Light zone signature
5 218723 s_at -155 2e-16 9e-13 45x49 regulator of cell cycle [Source:HGNC Symbol;Acc:HGNC:203 9 6.08  NULL 693 ChromatiBsedeperipheral blood_3_TxFink
<FC>=0 10 5.85 NULL 85 Lymphomgha_DLBCL UP
_ 6  219360.sat 24  4e-16 4e-11 0x20 transient receptor potential cation channel subfamily Mmemt L1 562 NULL 4261 LymphomdOPP_Txn_transition
<t-score> = 0.04 12 549  NULL 10 LymphondASCQUE_ABC UP
- . - 13 544  NULL 10 Lymphom@are_ABC UP
— = 212592_at -1.39 2e-15 7e-10 45x49 joining chain of multimeric IgA and IgM [Source:HGNC Symb - .
<p value> = 0.28 7 9 M [ Y! 14 542  NULL 3682 Chromatinatatakkiller cells peripheral blood_6_EnhG
15 537  NULL 55 GSEA CDIRMEIER_LMP1_RESPONSE_EARLY
< > = 206771_at 2.25 3e-14 7e-09 uroplakin 3A [Source:HGNC Symbol;Acc:HGNC:12580] T - .
fdr>=0.95 8 = e 39x22 urop [Source ymooLAce 1 16 502  NULL 4208 Chromatiffeeiieperipheral blood_6_EnhG
201690 s at i D52 ] o 17 4.9 NULL 22 Lymphon®@AVE_NFkB BL DN
9  s_at -1.27 3e-13 1e-08 49 x 37 tumor protein D52 [Source:HGNC Symbol;Acc:HGNC:12005] 18 4.9 NULL 36 GSEA CREACTOME_PACKAGING_OF TELOMERE_ENDS
e o 19 4.88  NULL 2450  Chromatihi§@tes EnhG
10 214890 s at 2.09 2e-12 1e-08 7x20 family with sequence similarity 149 member A [Source:HGNC 20 485 NULL 25 B8P antibacterial humoral response
11 209995 s at 123  2e-12 1e-08 46x49 T cell leukemia/lymphoma 1A [Source:HGNC Symbol;Acc:HC Underexpressed
1 -12.75 NULL 214 LymphomzENZ_Stromal signature 1
12 202478 _at _153 2e-12 1e-08 49x40 tribbles pseudokinase 2 [Source:HGNC SymbolAcc:HGNC:3 2 -114  NULL 335 GSEA C2SCHUETZ_BREAST_CANCER_DUCTAL_INVASIVE_UP
3 -11.11 NULL 63 GSEA C2ANASTASSIOU_CANCER_MESENCHYMAL_TRANSITION_SIGN
P t t R I t d M 13 213416 at 146 3e-12 1008 49x34 4 -10.88 NULL 192 Lymphomidictora_Dark zone signature
ortral egu ate etagenes - 5 -10.02 NULL 78 Melanomdirosh_CAF-cell specific genes
262403 _ ! - 6 -9.35  NULL 196 HM HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
50 — 14  s_at -0.98 3e-12 1e-08 9x0  collagen type | alpha 2 chain [Source:HGNC Symbol;Acc:HG 7 926 NULL 249 GSEA CZONDER_CDH1_TARGETS,_2_UP
8 -9.21  NULL 5682 LymphontdOPP_Weak_promoter
40 - 15 204580_at -1.69 3e-12 6e-08 3x31 matrix metallopeptidase 12 [Source:HGNC Symbol;Acc:HGN -9.08  NULL 60 GSEA CZTURASHVILI_BREAST_LOBULAR_CARCINOMA_VS_LOBULAR
10 -8.92 NULL 197 GSEA CNABA_CORE_MATRISOME
16 210809 s at -1.64 9e-12 6e-08 9x0  periostin [Source:HGNC Symbol;Acc:HGNC:16953] 11 -8.84  NULL 58 GSEA CZTURASHVILI_BREAST_LOBULAR_CARCINOMA_VS_DUCTAL _|
30 — 12 -8.83  NULL 18 GSEA CFARMER_BREAST_CANCER_CLUSTER_S
17 20%031at  -163 9e-12 6e-08 11x8 cell adhesion molecule 1 [Source:HGNC SymbobACGHGNG: 13 -878 NULL 431 GSEA C2GOBERT_OLIGODENDROCYTE_DIFFERENTIATION_UP
14 -8.75 NULL 207 GSEA CAWANG_SMARCE1_TARGETS_UP
20 ) ) ) 15 -8.71  NULL 137 GSEA CROSTY_CERVICAL_CANCER_PROLIFERATION_CLUSTER
211644 _x_at 1.72 le-11 8e-08 Ox1 immunoglobulin kappa variable 3-20 [Source:HGNC Symbol; ~ hy - -
18 X 9 PP [ ymoot 16 -8.48  NULL 247 GSEA CBBOQUEST_STEM_CELL_UP
) B 17 -8.36  NULL 176 GSEA CPICCALUGA_ANGIOIMMUNOBLASTIC_LYMPHOMA_UP
10 — 19 219955_at 2 2e-11 9e-08 17 x 14 LINEL1 type transposase domain containing 1 [Source:HGNC 18 -829 NULL 11 MF platelet-derived growth factor binding
19 -8.26  NULL 34 GSEA CCLASPER_LYMPHATIC_VESSELS_DURING_METASTASIS_DN
1 20 204429 s at -1.48 3e-11 9e-08 0x49 solute carrier family 2 member 5 [Source:HGNC Symbol;Acc: 20 -8.07 NULL 250 GSEA CHORIUCHI_WTAP_TARGETS_DN
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