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Global Summary Global Genelist Global Geneset Analysis

%DE = 0.06 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
ID p-value  Metagene
# genes with fdr < 0.2 =787 (512 +/275 -)

Overexpressed
# genes with fdr < 0.1 =556 (373 +/183 -) 1 266.s_at -1.82 2e-16 5e-13 44x49 CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645] 1 21.01  NULL 447 Glioma ScoV_0.999_Sturm_E4_Mesenchymal_RTK | 'PDGFRA’_DN
. 2 19.48  NULL 102 Referenca\@ijHdtuEeY B—cells
# genes with fdr < 0.05 =410 (282 +/128 -) 2 208168.s at 214 2e-16 5e-13 4x1  chitinase 1 [Source:HGNC Symbol;Acc:HGNC:1936] 3 1931  NULL 589 Colon Cahesibcke_TCGA-expr_kmeans_E_CIMP.H_UP_Cluster4_DN
. 4 17.23  NULL 223 GSEA CIMCLACHLAN_DENTAL_CARIES_UP
# genes with fdr < 0.01 =232 (157 +/75 -) 3 208650.s.at -205 2e-16 5e-13 44x49 CD24 molecule [Source:HGNC SymbolAcc:HGNC:1645] 5 1694  NULL 71 Melanomdirosh_Macrophage specific genes-melanoma
6 1528  NULL 404 GSEA CRUTELLA_RESPONSE_TO_HGF_UP
# genes in genesets = 13152 4 208651 x_at -188 2e-16 5e-13 44x49 CD24 molecule [Source:HGNC Symbol:Acc:HGNC:1645] 7 1485 NULL 269 Glioma  ScoV_0.5_Sturm_C3_Mesenchymal DN
8 14.84  NULL 231 Glioma WILLSCHER_GBM_Verhaak-CL & MES_up
5 209116_x_at -1.41 2e-16 5e-13 6x29 hemoglobin subunit beta [Source:HGNC Symbol;Acc:HGNC:: 9 1478 NULL 67 GSEA C2NAKAYAMA_SOFT_TISSUE_TUMORS_PCA1_UP
<FC>=0 10 147 NULL 202 GSEA CVERHAAK_GLIOBLASTOMA_MESENCHYMAL
6 209458 x_at -1.32 2e-16 5e-13 6x29 hemoglobin subunit alpha 2 [Source:HGNC Symbol;Acc:HGN 11 1404 NULL 902 GSEA CZCHEN_METABOLIC_SYNDROM_NETWORK
<t-score> = 0.07 12 13.98  NULL 219 GSEA CIMCLACHLAN_DENTAL_CARIES_DN
<p-value> = 0.25 7  209771x_at -146 2e-16 5e-13 44x49 CD24 molecule [Source:HGNC Symbol:Acc:HGNC:1645] 13 1384 NULL 817 Cancer SPANG_BCLG-index2
p . 14 13.67  NULL 335 GSEA C2SCHUETZ_BREAST_CANCER_DUCTAL_INVASIVE_UP
fd 4 8  214079_at 213  2e-16 5e-13 24x33 dehyd /reductase 2 [S HGNC Symbol;Acc:HGP 15 1353 NULL 62 Lymphontdond_Host_respanse_cluster
= al .. - - : ¥ -
<fdr>=0.9 - N € X33 dehydrogenasefreductase 2 [Source ymbolace 16 1335  NULL 422 GSEA C2DELYS_THYROID_CANCER_UP
21637 el ! o ) 17 132 NULL 194 GSEA C2IAATINEN_HEMATOPOIETIC_STEM_CELL_DN
9 9 x_at -1.66 2e-16 5e-13 44x49 CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645] 18 1311 NULL 354 GSEA CIRODWELL_AGING_KIDNEY_UP
. o 19 13.08  NULL 85 Lymphonmgha_DLBCL UP
10 220377_at 22 2e-16 5e-13 5x28 family with sequence similarity 30 member A [Source:HGNC 20 13.07  NULL 78 Melanomirosh_expression higher in CAFs than in T-cells
11 206463 s at 2 4e-16 3e-11 24x33 dehydrogenase/reductase 2 [Source:HGNC SymbolAcc:HGr — Underexpressed
1 -13.13 NULL 319 Melanom&erber_wt/wt_melanoma-cells-SpotA
12 220635_at 194  3e-15 3e-11 4x19 psoriasis susceptibility 1 candidate 2 [Source:HGNC Symbol;, 2 -13.13 NULL 1827 GSEA CPUJANA_BRCAL_PCC_NETWORK
3 -12.2  NULL 726 GSEA CPUJANA_CHEK2_PCC_NETWORK
. - Lymph i
Portrait Requlated Metagen 13 220089.at  -122 3e-15 2e-10 49x39 signal transducing adaptor family member 1 [SourceHGNC € 4 1188 NULL 5529 LymphomidOPP_Txn_elongation
g u g es 5 -11.68 NULL 526 GSEA CIMARSON_BOUND_BY_E2F4_UNSTIMULATED
o ) 6 -11.68 NULL 966 GSEA CXINSEY_TARGETS_OF_EWSR1_FLII_FUSION_UP
50 14 201839_s_at 188 2e-14 2e-10 1x19 epithelial cell adhesion molecule [Source:HGNC Symbol;Acc: 7 114  NULL 669 GSEA C2JOHNSTONE_PARVB_TARGETS_3_DN
8 -11.3  NULL 400 GSEA CPUJANA_BRCA2_PCC_NETWORK
40 - 15 217414 x at -159 2e-14 1e-09 6x29 hemoglobin subunit alpha 2 [Source:HGNC Symbol;Acc:HGN 9 -11.13 NULL 324 cc chromosome
10 -10.98 NULL 14 Cancer SOTIRIOU_BREAST_CANCER_GRADE_1_VS_3_UP
16 215176 x_ at -1.29 9e-14 3e-08 10x5 immunoglobulin kappa variable 1-39 (gene/pseudogene) [So 11 -10.91 NULL 5456 Chromatif sTateJeuronal _Progenitor
30 — 12 -10.57 NULL 669 Chr chré
17 202853.at 101 3e-12 3e-08 0x0  complement C1q B chain [Source:HGNC SymbokAccHGNG 13 -10.4  NULL 115 Glioma WILLSCHER_GBM_Verhaak-CL_up ( C)
14 -10.2  NULL 4261 LymphomdOPP_Txn_transition
20 4 v 15 -10.09 NULL 99 Lymphongha_BL UP
218186_at . - — RAB25, ber RAS family [S :HGNC Symb y
18 . L7 5e-12 3e-08 0x17 member RAS oncogene family [Source: 16 -10.06 NULL 31 GSEA C2GOBERT_OLIGODENDROCYTE_DIFFERENTIATION_UP
17 -10.06 NULL 347 GSEA CREACTOME_CELL_CYCLE
10 — 19 218350_s_at -0.93 8e-12 3e-08 38x48 geminin, DNA replication inhibitor [Source:HGNC Symbol;Act 18 -9.98 NULL 2541 cc nucleoplasm
19 -9.97 NULL 4579 cc nucleus
219457 _s_at  1.68 8e-12 3e-08 32x2 Rasand Rab interactor 3 [Source:HGNC Symbol;Acc:HGNC: 20 -9.64 NULL 5716 Chromatifeedigperipheral blood_4_Tx
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