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Global Summary Global Genelist Global Geneset Analysis

%DE = 0.07 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
ID p-value  Metagene
# genes with fdr < 0.2 = 906 (479 + /427 -)

Overexpressed
# genes with fdr < 0.1 =714 (366 +/348 -) 1 200644 at  -1.03 2e-16 1e-13 49x40 MARCKS like 1 [Source:HGNC Symbol;Acc:HGNC:7142] 1 1858  NULL 589 Colon Cahesibcke_TCGA-expr_kmeans_E_CIMP.H_UP_Cluster4_DN
. 2 1573  NULL 317 Cancer SPANG_BCL6-index2
# genes with fdr < 0.05 =553 (286 +/267 -) 2 201417.at  -192 2e-16 1e-13 10x1 SRY-box 4 [Source:HGNC Symbol:Acc:HGNC:11200] 3 1463  NULL 355 Referenca\@RJFtdturesune system
. 4 14.03  NULL 693 ChromatiBeedieperipheral blood_3_TxFInk
# genes with fdr < 0.01 = 322 ( 159 +/163 _) 3 201560_at -179 2e-16 1le-13 49x38 chloride intracellular channel 4 [Source:HGNC Symbol:AccH D 1401 NULL 102 Reference\SRMNESS B-cells
6 13.75  NULL 3682 Chromatinatatakkiller cells peripheral blood_6_EnhG
# genes in genesets = 13152 4 201852 x_at -0.96 2e-16 1e-13 8x0  collagen type Ill alpha 1 chain [Source:HGNC Symbol;Acc:H( 7 1359 NULL 3767 ChromatiBsedieperipheral blood_6_EnhG
8 13,55  NULL 626 Chromatinatatakkiller cells peripheral blood_3_TxFInk
5 201909_at -1.49 2e-16 1e-13 43x49 ribosomal protein S4, Y-linked 1 [Source:HGNC Symbol;Acc 9 134 NULL 3223 Chromatimstageytes peripheral blood_6_EnhG
<FC>=0 10 13.06  NULL 431 BP immune system process
6 202310_s at -1.54 2e-16 1le-13 9x0 collagen type | alpha 1 chain [Source:HGNC Symbol;Acc:HG 11 1272 NULL 88 GSEA CAWIELAND_UP_BY_HBV_INFECTION
<t-score>=0.01 12 1231 NULL 932 Chromatiffeediseperipheral blood_3_TxFink
, 13 12.15  NULL 166 HM HALLMARK_INTERFERON_GAMMA_RESPONSE
— - 202404_s_at -1.3 2e-16 1le-13 9x0 collagen type | alpha 2 chain [Source:HGNC Symbol;Acc:HG - - =
<p-value>=0.22 7 - gen type | alp L Y 14 1199  NULL 4208 ChromatiTeedieperipheral blood_6_EnhG
. 15 11.9 NULL 3524 Chromatifire@idatory cells peripheral blood_6_EnhG
<fdr>=0.93 8 204004_at -1.91 2e-16 1e-13 47x39 pro—apoptotic WT1 regulator [Source:HGNC Symbol;Acc:HG 16 1151 NULL 62 Lymphordonti_Host response_cluster
) ) o 17 11.35 NULL 3938 ChromatiiTlsedpes cells peripheral blood_6_EnhG
O  204005.s.at -166 2e-16 le-13 46x37 Ppro-apoptotic WTL regulator [SourcetHGNC SymbolAccHG 9 g 1125 NULL 265 GSEA CWALLACE_PROSTATE_CANCER_RACE_UP
19 112 NULL 642 Chromatiifisedpes cells peripheral blood_3_TxFInk
10 205047.s.at -144 2e-16 le-13 37x44 20 1105 NULL 432 Chromatimstesstes peripheral blood_3_TxFink
11 205124_at ~157 2e-16 1e-13 49x41 myocyte enhancer factor 2B [Source:HGNC Symbol:Acc:HGY — Underexpressed
1 -13.62 NULL 196 HM HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
12 205780_at  -174 2e-16 1e-13 40x49 BCL2 interacting killer [Source:HGNC Symbol:Acc:HGNC:10! 2 -13.57 NULL 63 GSEA CANASTASSIOU_CANCER_MESENCHYMAL_TRANSITION_SIGN
3 -11.49 NULL 214 LymphomzENZ_Stromal signature 1
Portralt Re I t d M t n 13 206641_at -1.66 2e-16 1e-13 45x49 TNF receptor superfamily member 17 [Source:HGNC Symbo 4 ~11.07° NULL 197 GSEA CZ\IABA_CORE_MATRI?OME
g U a e e age eS 5 -10.81 NULL 78 Melanomairosh_CAF-cell specific genes
. : 6 -10.59 NULL 212 cc extracellular matrix
50 14 209138 _x_at -1.1 2e-16 1e-13 41 x 42 immunoglobulin lambda constant 2 [Source:HGNC Symbol;A 7 1018 NULL 183 BP extracellular matrix organization
8 -10.05 NULL 18 GSEA CFARMER_BREAST_CANCER_CLUSTER_5
15 210495 x_at -1.67 2e-16 1e-13 8x0 fibronectin 1 [Source:HGNC Symbol;Acc:HGNC:3778] 9 -9.92  NULL 34 GSEA C2CLASPER_LYMPHATIC_VESSELS_DURING_METASTASIS_DN
40
10 -9.78  NULL 253 cc proteinaceous extracellular matrix
16 211161 s at -1.35 2e-16 1le-13 9x0 collagen type Il alpha 1 chain [Source:HGNC Symbol;Acc:H( 11 -9.71  NULL 59 GSEA CPID_INTEGRIN1_PATHWAY
30 4 12 -9.08  NULL 224 GSEA CINAKAMURA_TUMOR_ZONE_PERIPHERAL_VS_CENTRAL_UP
17 211634 x at 275 2e-16 1e-13 10x5 immunoglobulin heavy variable 1-69 [Source:HGNC Symbol; 13 -9.04  NULL 249 GSEA C2ONDER_CDH1 TARGETS_2_UP
14 -9.02  NULL 71 GSEA C2YAO_TEMPORAL_RESPONSE_TO_PROGESTERONE_CLUSTE
20 — . ) ) 15 -9 NULL 575 GSEA C2CAIRO_HEPATOBLASTOMA_CLASSES_UP
211635 x_at 2. - - lobulin h ble 1-69 [S :HGNC Symbol; - -
18 x_at 255 2e-16 le-13 10x5 Immunoglobulin heavy variable [Source Ymook - 16 -8.96 NULL 60 GSEA CZTURASHVILI_BREAST_LOBULAR_CARCINOMA_VS_LOBULAR
. : ) 17 -8.89  NULL 2747 ChromatiBeedieperipheral blood_12_EnhBiv
10 — 19 211644 x_at 2.22 2e-16 1e-13 O0x1 immunoglobulin kappa variable 3-20 [Source:HGNC Symbol; 18 -888 NULL 66 cc basement membrane
19 -8.87 NULL 54 GSEA C2CROONQUIST_STROMAL_STIMULATION_UP
1 H 20 211719 x at -2 2e-16 1e-13 8x0 fibronectin 1 [Source:HGNC Symbol;Acc:HGNC:3778] 20 -8.76  NULL 2405 Chromatileedieperipheral blood_13_ReprPC
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