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Global Summary Global Genelist Global Geneset Analysis

%DE = 0.07 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
' ID p-value  Metagene
# genes with fdr < 0.2 =720 (386 +/334 -)

Overexpressed
# genes with fdr < 0.1 =510 ( 279 + /231 —) 1 212311_at -14  2e-16 2e-12 49x39 SELIL family member 3 [Source:HGNC Symbol;Acc:HGNC:z ] 11.25 NULL 2704 Chromatif sfa@@ns_Fibroblasts
2 9.26  NULL 3803 Chromatif sEnbS_Fibroblasts
# genes with fdr < 0.05 =440 (239 +/201 -) D 212502 at  -163 2e-16 2e-12 45x49 joining chain of multimeric IgA and IgM [Source:HGNC Symb 3 835  NULL 3150  TF ICGC_Crebl._targets
) 4 8.25 NULL 548 Chr Chr 16
# genes with fdr < 0.01 =208 (116 +/92 -) 3 214106.s.at -149 2e-16 2e-12 0x6  GDP-mannose 46-dehydratase [Source:HGNC Symbolacc 5 82  NULL 4261  LymphomKOPP_Txn_transition
6 7.95  NULL 85 Lymphomaukema_BCL2 DN_BCL6 UP
i - - isinin li . -Acc: . 7.77  NULL 85 Lymphomgha_DLBCL UP
# n in n = 13152 4 203797_at 231 5e-15 4e-10 5x20 visinin like 1 [Source:HGNC Symbol;Acc:HGNC:12722] 7 L
genes ge esets 315 8 7.75 NULL 4595 Chromatif sktb&_Melanocytes
5 201008_s_at -1.34 2e-14 4e-10 0x49 thioredoxin interacting protein [Source:HGNC Symbol;Acc:HC 9 7.65 NULL 9 GSEA CRUNNE_GENDER_EFFECT_UP
<FC>=0 10 7.42 NULL 173 Lymphom¥éictora_Light zone signature
6 212314a  -111 7e-14 4e-10 49x39 SELLL family member 3 [Source:HGNC SymboiAccHoNCz L1 732 NULL 18 Lymphoma/RIGHT_ABC UP
<t-score> = -0.06 12 703 NULL 1600  ChromatisTai@ns_Melanocytes
o - ) 13 6.97  NULL 4319 TF ICGC_Pou2_targets
- — — tibility 1 didate 2 [Si :HGNC Symbol;
<p—va|ue> = 024 7 220635_at 2.21 7e-14 4e-10 4x19 psoriasis susceptibility 1 candidate 2 [Source: ymbol; 14 6.82 NULL 3564 TF ICGC._Taf1. targets
TS HGNC Symbol:Acc:HGNC-1269 15 6.66  NULL 353 Lymphon®PANG_CD40 6hrs DN
<fdr>=0.93 8 208621_s_at -1.21 8e-14 4e-09 0x48 ezrin [Source:HGNC Symbol;Acc:HGNC:12691] 16 6.50 NULL 8406 ChromatiBeeleperipheral blood_2_TssAFink
. . 17 6.54 NULL 3796 TF ICGC_Nficsc81335_targets
9 202720_at -1.33 3e-13 4e-09 14x6 testin LIM domain protein [Source:HGNC Symbol;Acc:HGNC 18 6.4 NULL 8200 Chromati es peripheral blood_2_TssAFInk
19 6.39 NULL 71 Melanomdirosh_Macrophage specific genes-melanoma
10 210162_s at -15 5e-13 4e-09 0x24 nuclear factor of activated T cells 1 [Source:HGNC Symbol;Ai 20 6.33 NULL 7635 Chromatimeesstes peripheral blood_1_TssA
11 206228_at 212  6e-13 4e-09 24x34 paired box 2 [Source:HGNC Symbol;Acc:HGNC:8616] Underexpressed
1 -10.26 NULL 136 Referenc€Barssmives 2,9 Cytosceleton
12 217767_at -1.26 8e-13 4e-09 5x3  complement C3 [Source:HGNC Symbol;Acc:HGNC:1318] 2 -10.07 NULL 282 Glioma WILLSCHER_GBM_Verhaak-PNwt & CL_up
3 -9.13  NULL 669 Chr Chré
. ) ) ) o 4 -9.08  NULL 61 GSEA CBASSO_CD40_SIGNALING_DN
PO rtralt R e g u I ated M etag e n es 13 204805_s_at -1.45 1le-12 1e-08 49x39 H1 histone family member X [Source:HGNC Symbol;Acc:HGI 5 795 NULL o4 LymphomzENZ_Stromal signature 1
o o 6 -7.67  NULL 417 GSEA C2SHEN_SMARCA2_TARGETS_UP
50 —.. 14 204998 _s_at 1.14 2e-12 1e-08 0x18 activating transcription factor 5 [Source:HGNC Symbol;Acc:H 7 72 NULL 42 GSEA CHUMMEL_BURKITTS_LYMPHOMA_UP
8 -7.09  NULL 3168 LymphomdOPP_Repressed
15 206059_at -1.46 2e-12 1e-08 49x22 zinc finger protein 91 [Source:HGNC Symbol;Acc:HGNC:131 9 -7.08  NULL 18 cc MHC class Il protein complex
40 10 -6.97 NULL 642 GSEA CCUI_TCF21_TARGETS_2_DN
16 206023_at 2.07 2e-12 1e-08 33x46 neuromedin U [Source:HGNC Symbol;Acc:HGNC:7859] 11 -6.93  NULL 17 BP antigen processing and presentation of peptide or polysaccharide :
30 12 -6.8 NULL 39 BP complement activation
17 219812.at  -121 3e-12 4e-08 49x38 stromalantigen 3 [Source:HGNC SymboliAccHGNC:11356] 13 -6.71  NULL 12 MF MHC class Il receptor activity
14 -6.7  NULL 40 BP antigen processing and presentation
20 —' 8 g . o . 15 -6.5  NULL 500 GSEA C20NKEN_UVEAL_MELANOMA_DN
18 206114 _at 2.03 6e-12 4e-08 5x18 EPH receptor A4 [Source:HGNC Symbol;Acc:HGNC:3388] 16 645 NULL 17 Lymphomaukema_BCL2 UP_BCLG DN
17 -6.2 NULL 23 cC integral component of lumenal side of endoplasmic reticulum mem|
10 — 19 207826_s_at -1.09 7e-12 4e-08 43x49 inhibitor of DNA binding 3, HLH protein [Source:HGNC Symb 18 6.2 NULL 310 Referenc€Biyrsasaies 3,4_Protein phosphatases
19 -6.18  NULL 176 GSEA CPICCALUGA_ANGIOIMMUNOBLASTIC_LYMPHOMA_UP
1 20 214961 at 2.01 9e-12 4e-08 28 x 37 microtubule associated scaffold protein 2 [Source:HGNC Syn 20 -6.15 NULL 52 BP complement activation, classical pathway
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