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Global Summary Global Genelist Global Geneset Analysis

%DE = 0.05 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
ID p-value  Metagene
# genes with fdr < 0.2 =590 (360 +/230 -)

Overexpressed
# genes with fdr < 0.1 =451 ( 287 + /164 _) 1 201560_at -1.26 2e-16 4e-13 49x38 chloride intracellular channel 4 [Source:HGNC Symbol;Acc:H ] 145  NULL 589 Colon Cahesibcke_TCGA-expr_kmeans_E_CIMP.H_UP_Cluster4_DN
2 1429  NULL 102 Reference\SRiMatESY B—cells
# genes with fdr < 0.05 =385 (253 +/132 -) 2 203440_at 2 2e-16 4e-13 2x25 cadherin 2 [Source:HGNC Symbol;Acc:HGNC:1759)] 3 12.07  NULL 355 Referenca\@RjHaturesune system
. 4 11.95 NULL 83 Melanom@aCGA_melanoma_immune_high
# genes with fdr < 0.01 =240 (165+/75 -) 3 203797 at 229 2e-16 de-13 5x20 visinin like 1 [Source:HGNC SymbolAcc:HGNC:12722] 5 1117 NULL 184 chr  cChris
6 11.03  NULL 265 GSEA CAWALLACE_PROSTATE_CANCER_RACE_UP
# genes in genesets = 13152 4 209398 _at 161 2e-16 4e-13 0x20 histone cluster 1 H1 family member ¢ [Source:HGNC Symbol 7 1069 NULL 18 LymphomaleIGHTiABC uP
8 9.53 NULL 68 Referenc€Barssaives 2,1 Cytotoxic cells
5 210313_at 201 2e-16 4e-13 0x23 leukocyte immunoglobulin like receptor A4 [Source:HGNC Sy 9 9.5 NULL 33 Melanomdirosh_T-cell specific genes-melanoma
<FC>=0 10 931  NULL 317 Cancer SPANG_BCL6-index2
6 213830_at 209 26-16 4e-13 8x9 11 8.74 NULL 85 Lymphom@ha_DLBCL UP
<t-score>=0.14 12 867  NULL 42 GSEA CRREACTOME_RNA_POL_|_PROMOTER_OPENING
<p-value> = 0.26 7 214290_s_at 1.35 2e-16 4e-13 0x21 histone cluster 2 H2A family member a3 [Source:HGNC Sym 13 8.61 NULL 166 HM HALLMARK_INTERFERON_GAMMA_RESPONSE
p . 14 848  NULL 36 GSEA CREACTOME_PACKAGING_OF_TELOMERE_ENDS
15 8.44  NULL 48 Pneumon@urnham_cap_fp_vs_con_DN
< > = 214777_at 2.99 2e-16 4e-13 10x5 immunoglobulin kappa variable 4-1 [Si :HGNC Symbol;A I
fdr>=0.95 8 B € € x 9 PP [Source ymao 16 836  NULL 78 GSEA CFLECHNER_BIOPSY_KIDNEY_TRANSPLANT_REJECTED_VS_
216101 T cel del 17 835  NULL 88 GSEA CAWIELAND_UP_BY_HBV_INFECTION
9 _s_at 199 2e-16 4e-13 9x9 cell receptor delta constant [Source:HGNC Symbol;Acc:HG 18 8.34 NULL 70 cc nucleosome
. . 19 826  NULL 932 Chromatiif eedeeperipheral blood_3_TxFink
10 218280 x at 1.41 2e-16 4e-13 1x21 histone cluster 2 H2A family member a3 [Source:HGNC Sym 20 8.19 NULL 431 BP immune system process
11 220068_at ~126 2e-16 4e-13 49x39 V-set pre-B cell surrogate light chain 3 [Source:HGNC Symt  Underexpressed
1 -8.36 NULL 63 GSEA C2ANASTASSIOU_CANCER_MESENCHYMAL_TRANSITION_SIGN
12 221651 x_at 082 2e-16 4e-13 0x3  immunoglobulin kappa constant [Source:HGNC Symbol;Acc:l 2 -7.04  NULL 9 Lymphon@AVE_BL UP
3 -6.96  NULL 78 Melanomdirosh_CAF-cell specific genes
Portrait Requlated Metagenes 13 39318 at 102 7e-16 1le-11 46x49 T cellleukemiallymphoma 1A [Source:HGNC SymbokAccHC 2 617 NULL 437 Chr Chrg
g g 5 -6.14  NULL 196 HM HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
6 -5.7  NULL 197 GSEA CINABA_CORE_MATRISOME
50 — 14 209806_at 0.99 7e-16 le-11 0x20 7 -5.57  NULL 253 cC proteinaceous extracellular matrix
8 -5.48  NULL 247 GSEA CBOQUEST_STEM_CELL_UP
40 - 15 217143 s at 191 2e-15 1le-11 9x9 T cell receptor delta constant [Source:HGNC Symbol;Acc:HG 9 -5.31 NULL 2602 Chromatinatatakkiller cells peripheral blood_12_EnhBiv
10 -525 NULL 3734 Chromatiif eefeeperipheral blood_13_ReprPC
16 221671 x at 076 2e-15 1le-11 0x3 immunoglobulin kappa constant [Source:HGNC Symbol:Acc: 11 -5.05  NULL 58 GSEA CZTURASHVILI_BREAST_LOBULAR_CARCINOMA_VS_DUCTAL !
30 — 12 -5.04 NULL 18 GSEA CFARMER_BREAST_CANCER_CLUSTER_5
17 203798_s_at 1.9 2e-15 1e-10 6x20 visinin like 1 [Source:HGNC Symbol:Acc:HGNC:12722] 13 -503  NULL 512 GSEA CWEST_ADRENOCORTICAL_TUMOR_DN
. 14 -4.96  NULL 60 GSEA CWILCOX_RESPONSE_TO_PROGESTERONE_DN
20 — ’ 15 -4.85 NULL 4 Lymphoma/RIGHT_custom GCB-DLBCL UP
213050_at . -~ - don-bleu WH2 t prote St :HGNC Symbol;A -
18 - 187 8e-15 de-10 11x25 cordon-bleu WH2 repeat protein [Source ymbolAce 16 -484 NULL 17 GSEA CZTHUM_MIR21_TARGETS_HEART_DISEASE_UP
) _ ) 17 -4.84  NULL 2194 ChromatiiTsesees cells peripheral blood_12_EnhBiv
10 — 19 215949 x_at 1.64 3e-14 7e-10 11x5 immunoglobulin heavy variable 3-30 [Source:HGNC Symbol; 18 —483 NULL 60 GSEA CZTURASHVILI_BREAST LOBULAR_CARCINOMA_VS_LOBULAR
19 -4.72  NULL 2134 Chromatifiregdatory cells peripheral blood_12_EnhBiv
1 r_* 20 208579 x_at 1.07 6e-14 1e-09 0x20 histone cluster 1 H2B family member k [Source:HGNC Symbi 20 —472  NULL 136 GSEA CINABA_ECM_GLYCOPROTEINS
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