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Global Summary

%DE = 0.06

# genes with fdr < 0.2  = 920  ( 303 + / 617  −)

# genes with fdr < 0.1  = 695  ( 223 + / 472  −)

# genes with fdr < 0.05  = 588  ( 188 + / 400  −)

# genes with fdr < 0.01 = 407  ( 129 + / 278  −)

# genes in genesets = 13152

<FC> = 0

<t−score> = −0.02

<p−value> = 0.22

<fdr> = 0.94
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C−C motif chemokine ligand 5 [Source:HGNC Symbol;Acc:HGNC:10632]

cyclin D2 [Source:HGNC Symbol;Acc:HGNC:1583]

guanylate binding protein 1 [Source:HGNC Symbol;Acc:HGNC:4182]

guanylate binding protein 1 [Source:HGNC Symbol;Acc:HGNC:4182]

BCL2, apoptosis regulator [Source:HGNC Symbol;Acc:HGNC:990]

C−X−C motif chemokine ligand 9 [Source:HGNC Symbol;Acc:HGNC:7098]

CD44 molecule (Indian blood group) [Source:HGNC Symbol;Acc:HGNC:1681]

C−X−C motif chemokine ligand 10 [Source:HGNC Symbol;Acc:HGNC:10637]

selectin L [Source:HGNC Symbol;Acc:HGNC:10720]

GC, vitamin D binding protein [Source:HGNC Symbol;Acc:HGNC:4187]

C−X−C motif chemokine ligand 13 [Source:HGNC Symbol;Acc:HGNC:10639]

granzyme A [Source:HGNC Symbol;Acc:HGNC:4708]

granzyme K [Source:HGNC Symbol;Acc:HGNC:4711]

galectin 3 [Source:HGNC Symbol;Acc:HGNC:6563]

signal transducer and activator of transcription 3 [Source:HGNC Symbol;Acc:HGNC:11364]

chitinase 3 like 1 [Source:HGNC Symbol;Acc:HGNC:1932]

chitinase 3 like 1 [Source:HGNC Symbol;Acc:HGNC:1932]

signal transducer and activator of transcription 1 [Source:HGNC Symbol;Acc:HGNC:11362]

CD44 molecule (Indian blood group) [Source:HGNC Symbol;Acc:HGNC:1681]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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Reference Signatures

GSEA C2
Lymphoma

GSEA C2

GSEA C2

HM

GSEA C2

Melanoma

Chromatin states

GSEA C2

HM

PUJANA_BRCA1_PCC_NETWORK

PUJANA_CHEK2_PCC_NETWORK

HUMMEL_BURKITTS_LYMPHOMA_UP

CAIRO_HEPATOBLASTOMA_CLASSES_UP

KINSEY_TARGETS_OF_EWSR1_FLII_FUSION_UP

Sha_BL UP

5_Tx_Neuronal_Progenitor

MANALO_HYPOXIA_DN

RNA binding

WIRTH_Liver

HSIAO_LIVER_SPECIFIC_GENES

Victora_Dark zone signature

LEE_BMP2_TARGETS_DN

WONG_EMBRYONIC_STEM_CELL_CORE

HALLMARK_MYC_TARGETS_V1

SHEDDEN_LUNG_CANCER_POOR_SURVIVAL_A6

Gerber_wt/wt_melanoma−cells−SpotA

T CD8+ naive cells peripheral blood_4_Tx

PUJANA_BRCA2_PCC_NETWORK

HALLMARK_E2F_TARGETS

Underexpressed
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−25.1
−23.75
−23.67
−23.44
−22.68
−19.34
−18.51
−18.41
−18.28
−17.58
−17.35

−17.27
−17.18
−16.75
−16.6
−16.07
−15.9
−15.51
−15.49
−15.34

NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
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589
317
269
176
265
335
88
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231

71
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67

Lymphoma
Reference Signatures

Glioma
Colon Cancer
Cancer
Glioma
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Colon Cancer
HM
Cancer
GSEA C2
Glioma
Melanoma
Cancer
GSEA C2
GSEA C2
GSEA C2

Sha_DLBCL UP
WIRTH_EBV B−cells
ScoV_0.999_Sturm_E4_Mesenchymal_RTK I 'PDGFRA'_DN
Lembcke_TCGA−expr_kmeans_E_CIMP.H_UP_Cluster4_DN

SPANG_BCL6−index2
ScoV_0.5_Sturm_C3_Mesenchymal_DN

PICCALUGA_ANGIOIMMUNOBLASTIC_LYMPHOMA_UP
WALLACE_PROSTATE_CANCER_RACE_UP
SCHUETZ_BREAST_CANCER_DUCTAL_INVASIVE_UP
WIELAND_UP_BY_HBV_INFECTION
Pentrack_CRC_TCGA_corr_J_msi−h_UP_mss_DN
HALLMARK_INTERFERON_GAMMA_RESPONSE
SPANG_LPS−index2
MCLACHLAN_DENTAL_CARIES_UP
WILLSCHER_GBM_Verhaak−CL & MES_up
Tirosh_Macrophage specific genes−melanoma

Lembcke_Colonic Inflammation
VERHAAK_GLIOBLASTOMA_MESENCHYMAL
RUTELLA_RESPONSE_TO_HGF_UP
NAKAYAMA_SOFT_TISSUE_TUMORS_PCA1_UP


