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Global Summary

Global Genelist

Global Geneset Analysis

%DE = 0.07 Rank log(FC)  fdr Description
ID p-value  Metagene
# genes with fdr < 0.2 =820 (588 +/232 -)
# genes with fdr < 0.1 =693 (505 +/188 -) 1  AFFX-HUMR 236 2e-16 1e-13 49x47 microRNA 3687-2 [Source:HGNC Symbol;Acc:HGNC:50835
# genes with fdr < 0.05 =543 (407 +/136 -) 2 AFFX-HUMR 214  2e-16 1e-13 49x47
# genes with fdr <0.01 =311 (241 +/70 -) 3 AFFX-HUMR 256 2e-16 1e-13 49x47
# genes in genesets =13152 4 AFFX-r2-Hsl 2.7 2e-16 1e-13 49x47
5 AFFX-r2-Hsl 2.35 2e-16 le-13 49x47
<FC>=0
6  AFFX-r2-Hsl 2.7 2e-16 1le-13 49x47
<t-score> = -0.05
<p—va|ue> =0.22 7 35974_at -125 2e-16 1e-13 49x39 lymphoid restricted membrane protein [Source:HGNC Symbc
<fdr>=0.93 8 201820_at 211  2e-16 1e-13 22x12 keratin 5 [Source:HGNC Symbol;Acc:HGNC:6442]
9 202274_at 1.93 2e-16 le-13 0x4 actin, gamma 2, smooth muscle, enteric [Source:HGNC Syml|
10 203372_s at 226 2e-16 1e-13 17 x 12 suppressor of cytokine signaling 2 [Source:HGNC Symbol;Ac
11 203373 at 23 2e-16 1e-13 17 x 12 suppressor of cytokine signaling 2 [Source:HGNC Symbol;Ac
12 203509_at -1.39 2e-16 1e-13 49x40 sortilin related receptor 1 [Source:HGNC Symbol;Acc:HGNC:
Portrait Reg Ulated M etagenes 13 203797_at 2.18 2e-16 1e-13 5x20 visinin like 1 [Source:HGNC Symbol;Acc:HGNC:12722]
= — 204489_s_at  1.49 2e-16 1e-13 0x4 CD44 molecule (Indian blood group) [Source:HGNC Symbol;
] 50
5
40 4 ‘ 15 204490 s at 145 2e-16 1e-13 0x4 CD44 molecule (Indian blood group) [Source:HGNC Symbol;,
16 204674 at -1.31 2e-16 1e-13 49x39 lymphoid restricted membrane protein [Source:HGNC Symbc
30
17 204753 s_at 257 2e-16 1le-13 2x18 HLF PAR bZIP transcription factor [Source:HGNC Symbol;Ac
20 —- 18 204755 x.at 2.6  2e-16 1le-13 4x18 HLF, PAR bZIP transcription factor [Source:HGNC Symbol:Ac
10 19 204961 _s_at -1.44 2e-16 1e-13 49x39 neutrophil cytosolic factor 1 [Source:HGNC Symbol;Acc:HGN
L |
w
lI 1 20 206023_at 2.14 2e-16 1e-13 33 x46 neuromedin U [Source:HGNC Symbol;Acc:HGNC:7859]
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Rank GSZz p-value #all Geneset

Overexpressed

1 1596  NULL 44 MF antigen binding

2 13.78  NULL 52 BP complement activation, classical pathway

3 13.72  NULL 32 Referenc€higrsataibes 1,1_Plasma Cells

4 13.29 NULL 39 BP complement activation

5 11.36  NULL 53 BP regulation of complement activation

6 10.83  NULL 85 Lymphomgha_DLBCL UP

7 9.73 NULL 556 Chr Chr X

8 9.49 NULL 11 cC immunoglobulin complex, circulating

9 9.3 NULL 317 Cancer SPANG_BCL6-index2

10 8.89 NULL 76 BP Fc—gamma receptor signaling pathway involved in phagocytosis
11 8.85 NULL 85 Lymphomaukema_BCL2 DN_BCL6 UP

12 7.89  NULL 4 LymphontdASCQUE_mBL DOWN

13 7.68 NULL 129 BP Fc—epsilon receptor signaling pathway

14 7.62  NULL 176 GSEA CPICCALUGA_ANGIOIMMUNOBLASTIC_LYMPHOMA_UP
15 751 NULL 397 GSEA CREN_ALVEOLAR_RHABDOMYOSARCOMA_DN
16 7.09  NULL 608 GSEA C2SMID_BREAST_CANCER_BASAL_UP

17 6.98 NULL 213 Lymphom@PANG_IL21 DN

18 6.93 NULL 161 BP adaptive immune response

19 6.8 NULL 403 Chr Chr 14

20 676  NULL 116 cc blood microparticle

Underexpressed

1 -7.75  NULL 548 Chr Chr 16

2 -7.56  NULL 18 cc MHC class Il protein complex

3 -7.44  NULL 17 BP antigen processing and presentation of peptide or polysaccharide
4 -7.19  NULL 585 Chr Chr7

5 -6.94  NULL 188 Referenc€bigrsataives 3,8_Enzymes

6 -6.5 NULL 12 MF MHC class Il receptor activity

7 -6.36  NULL 263 Lymphom®PANG_CD40 6hrs UP

8 -5.99  NULL 37 GSEA CNIKOLSKY_BREAST_CANCER_16Q24_AMPLICON
9 -5.84  NULL 42 GSEA CHUMMEL_BURKITTS_LYMPHOMA_UP

10 -5.81  NULL 96 Lymphon®PANG_LPS 6hrs UP

11 -5.76  NULL 8 Immunonigmunity_HLA-class-Il

12 -5.62  NULL 8 LymphontdASCQUE_GCB UP

13 -5.54  NULL 13 Immunonfgelova_immune-metagene-immature_B-cells
14 -5.21  NULL 693 Chromatifsedieperipheral blood_3_TxFInk

15 -5.02  NULL 1312 GSEA C2PUJANA_ATM_PCC_NETWORK

16 -497 NULL 183 GSEA CPROVENZANI_METASTASIS_UP

17 -4.87  NULL 16 GSEA CZHAN_LATE_DIFFERENTIATION_GENES_DN
18 -4.72  NULL 7 GSEA CAKOBAYASHI_EGFR_SIGNALING_6HR_UP

19 -468 NULL 3767 ChromatiBeedieperipheral blood_6_EnhG

20 -4.56  NULL 41 Pneumongcicluna_DN



