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%DE = 0.08 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
ID p-value  Metagene
# genes with fdr < 0.2 =1296 (713 +/583 -)
Overexpressed
i < = + - 1 38521_at -145 2e-16 5e-14 49x20 CD22 molecule [Source:HGNC Symbol;Acc:HGNC:1643] 11.17  NULL 3524 Chromatifiis@uatory cells peripheral blood_6_EnhG
genes wi r .
. 2 10.13  NULL 33 Melanomdirosh_T-cell specific genes-melanoma
# genes with fdr < 0.05 =766 (402 +/364 -) 2 39318 at 208 2e-16 5e-14 46x49 T cell leukemia/lymphoma 1A [Source:HGNC SymbolAcc:HC 3 979  NULL 2555  Chromatireguéatory cells peripheral blood_3_TxFink
. 4 9.68 NULL 932 Chromatiff eedigeperipheral blood_3_TxFInk
# genes with fdr < 0.01 = 533 ( 280 +/253 _) 3 44790_s at -163 2e-16 5e-14 42x49 RUN and cysteine rich domain containing beclin 1 interacting D 9.47  NULL 102 Reference\GRMaNESSY B-cells
6 9.47  NULL 137 GSEA CROSTY_CERVICAL_CANCER_PROLIFERATION_CLUSTER
# genes in genesets = 13152 4 201839.s at 237 2e-16 Se-14 1x19 epithelial cell adhesion molecule [Source:HGNC SymbolAce: 905  NULL 8245 Chromatifireguéatory cells peripheral blood_2_TssAFink
8 8.91 NULL 8431 Chromatif §€88¢ naive cells peripheral blood_2_TssAFInk
5 202391_at -0.99 2e-16 5e-14 2x15 brain abundant membrane attached signal protein 1 [Source:| 9 891  NULL 100 Referenc€Biyrestaives 2,8_T-cells
<FC>=0 10 874  NULL 4208 Chromatiif eediseperipheral blood_6_EnhG
6 202597_at 217 2e-16 5e-14 21x13 interferon regulatory factor 6 [Source:HGNC Symbol;Acc:HGI 11 8.6 NULL 2144 Chromatiif §#28s naive cells peripheral blood_6_EnhG
<t-score>=-0.24 12 826  NULL 319 Melanomerber_wt/wt_melanoma-cells-SpotA
; - 13 826  NULL 6906  Chromatil ste®s_Fibroblasts
— = 202625_at -1.19 2e-16 5e-14 0x25 LYN proto-oncogene, Src family tyrosine kinase [Source:HG! = —
<p-value>=0.18 7 - P 9 vy L 14 822  NULL 642 ChromatiTedpes cells peripheral blood_3_TxFink
15 821  NULL 3938 ChromatiiTBedes cells peripheral blood_6_EnhG
= 202626, it -1, — — LYN proto— , Src famil i d : -
<fdr>=0.92 8 s at -164 2e-16 Se-14 4x20 proto-oncogene, Src family tyrosine kinase [Source:HG! 3 o 814  NULL 758 GSEA CNUYTTEN_EZH2_TARGETS_DN
. X . 17 8.13 NULL 7957 Chromatiff eedieperipheral blood_2_TssAFInk
9 202889_x_at 2.14 2e-16 5e-14 16x 14 microtubule associated protein 7 [Source:HGNC Symbol;Acc 18 8.09 NULL 115 Glioma WILLSCHER_GBM_Verhaak-CL_up ( C)
i ‘ _ 19 806  NULL 368 GSEA CZHENG_BOUND_BY_FOXP3
10 202890 at 2.25 2e-16 5e-14 16 x 13 microtubule associated protein 7 [Source:HGNC Symbol;Acc 20 8.03 NULL 178 GSEA C2WU_CELL_MIGRATION
11 203753_at ~115 2e-16 5e-14 1x21 transcription factor 4 [Source:HGNC Symbol:Acc:iHGNC:116:  Underexpressed
1 -28.26 NULL 24 Melanomairosh_B-cell specific genes-melanoma
12 203819_s_at -1.45 2e-16 5e-14 49x45 insulin like growth factor 2 mRNA binding protein 3 [Source:H 2 =253  NULL 42 Referenc€Bigrsataes 1,3 B-cells
3 -20.18 NULL 56 GSEA CXLEIN_PRIMARY_EFFUSION_LYMPHOMA_DN
Portralt Re Iated M t n 13 203974_at -1.58 2e-16 5e-14 1x33 pseudouridine 5'-phosphatase [Source:HGNC Symbol;Acc:H 4 ~16.45 NULL 82 Reference .g X fl,lfPIasma Cells
g u e age es 5 -13.28 NULL 44 MF antigen binding
. 3 . 6 -13.16 NULL 39 BP B cell receptor signaling pathway
50 —. 14 204086_at 211 2e-16 5e-14 0x17 preferentially expressed antigen in melanoma [Source:HGNC 7 ~12.96 NULL 26 GSEA CRREACTOME_ANTIGEN_ACTIVATES_B_CELL_RECEPTOR_LEAI
8 -11.38 NULL 41 GSEA CXLEIN_TARGETS_OF_BCR_ABL1_FUSION
40 - 15 204440 at -115 2e-16 5e-14 0x8  CD83 molecule [Source:HGNC Symbol;Acc:HGNC:1703] 9 ~11.02 NULL 19 GSEA CSHIN_B_CELL_LYMPHOMA_CLUSTER_9
10 -10.96 NULL 13 Immunon@ngelova_immune-metagene-immature_B-cells
16 204581 _at  -211 2e-16 5e-14 49x41 CD22 molecule [Source:HGNC Symbol;Acc:HGNC:1643] 11 -9.88  NULL 59 GSEA C2PID_BCR_5PATHWAY
- 12 -9.68  NULL 45 Lymphontdonti_BCR_cluster
30
17 204961s.at -203 2e-16 5e-14 49x39 neutrophil cytosolic factor 1 [Source:HGNC SymbolAccHGN 13 -9.48  NULL 37 GSEA CZHAN_MULTIPLE_MYELOMA_CD2_UP
14 -9.26  NULL 26 BP B cell activation
20 ~ 8 ) o . 15 -9.26  NULL 693 ChromatiBeedieperipheral blood_3_TxFInk
18 205049_s_at 238 2e-16 5e-14 0x40 CD79a molecule [Source:HGNC Symbol;Acc:HGNC:1698] 16 912 NULL 16 VE immunoglobulin receptor binding
o 17 -9.05 NULL 32 GSEA CBIOCARTA_BCR_PATHWAY
10 — 19 205267_at -1.73 2e-16 5e-14 47x25 POU class 2 associating factor 1 [Source:HGNC Symbol;Acc 18 -873 NULL 275 GSEA CHADDAD_B_LYMPHOCYTE_PROGENITOR
19 -8.7  NULL 35 GSEA CZTARTE_PLASMA_CELL_VS_B_LYMPHOCYTE_DN
1 20 205297_s_at -1.72 2e-16 5e-14 43x41 CD79b molecule [Source:HGNC Symbol;Acc:HGNC:1699] 20 -8.56 NULL 34 LymphomBARTE_B-cell signature
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