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Global Summary Global Genelist Global Geneset Analysis

%DE = 0.07 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
ID p-value  Metagene
# genes with fdr < 0.2 =780 (529 +/251 -)
Overexpressed
# genes with fdr < 0.1 =596 (407 +/189 -) 1  39318_at -1.99 2e-16 4e-13 46x49 T cell leukemia/lymphoma 1A [Source:HGNC Symbol;Acc:HC ] 2245  NULL 589 Colon Cahesibcke_TCGA-expr_kmeans_E_CIMP.H_UP_Cluster4_DN
2 20.18  NULL 447 Glioma ScoV_0.999_Sturm_E4_Mesenchymal_RTK | 'PDGFRA'_DN
# genes with fdr < 0.05 =428 ( 290 +/ 138 _) 2 201909_at -16 2e-16 4e-13 43 x 49 ribosomal protein S4, Y-linked 1 [Source:HGNC Symbol;Acc 3 17.1 NULL 480 Cancer Lembcke_Colonic Inflammation
. 4 15.88  NULL 102 Reference\@RindtUESY B-cells
# genes with fdr < 0.01 =245 (172 +/73 -) 3 204250.at 315 2e-16 de-13 6x3  mairix metallopeptidase 7 [Source:HGNC SymbolAcGHGNC 5 1577 NULL 317 Cancer SPANG_BCL6-index2
6 1564  NULL 231 Glioma WILLSCHER_GBM_Verhaak—CL & MES_up
i = 4 207314 x_at 205 2e-16 4e-13 12x28 Kkiller cellimmunoglobulin like receptor, three Ig domains and 7 1527 NULL 902 GSEA CCHEN_METABOLIC_SYNDROM_NETWORK
# genes in genesets 13152 8 1513  NULL 288 Colon CaResatrack_CRC_TCGA_corr_J_msi-h_UP_mss_DN
5 209728_at 2.29 2e-16 4e-13 0x10 major histocompatibility complex, class Il, DR beta 4 [Source: 9 1505 NULL 223 GSEA CMCLACHLAN_DENTAL_CARIES_UP
<FC>=0 10 1491  NULL 5339 cc membrane
" 0.01 6  209995.s at -1.95 2e-16 4e-13 46x49 T cell leukemia/lymphoma 1A [Source:HGNC Symbol:Acc:HC }% 1487 NULL 85 "y"‘ph"”ﬁi&:{:;zzsmm CANGER RACE Up
<t-score> = —0. 14 NULL 265 GSEA C! | - | |
. . - 13 13.86  NULL 202 GSEA C2VERHAAK_GLIOBLASTOMA_MESENCHYMAL
- 211532 t X -~ - kil Il lobulin like tor, two g d d st . —
<p-value>=0.23 7 >t 242 2e-16 4e-13  14x28 Adler cellimmunoglobulin fike receptor, two lg domains and st 1382 NULL 331 GSEA CZINDGREN_BLADDER_CANCER_CLUSTER_2B
; ) - ) 15 13.81  NULL 3210 cc plasma membrane
<fdr>=0.93 8 211688_x_at 2.14 2e-16 4e-13 12x28 killer cellimmunoglobulin like receptor, three Ig domains and 16 1376 NULL 354 GSEA CZRODWELL_AGING_KIDNEY_UP
. : 17 13.65 NULL 432 Chromatimstagsytes peripheral blood_3_TxFInk
9 212827 _at -1.06  2e-16 4e-13 41x44 immunoglobulin heavy constant mu [Source:HGNC Symbol:A 18 1354  NULL 269 Glioma ScoV_0.5_Sturm_C3_Mesenchymal_DN
19 13.43  NULL 386 GSEA CRUTELLA_RESPONSE_TO_HGF_VS_CSF2RB_AND_IL4_UP
10 213831 at -1.75 2e-16 4e-13 49x16 major histocompatibility complex, class I, DQ alpha 1 [Sourct 20 1341  NULL 404 GSEA CRUTELLA_RESPONSE_TO_HGF_UP
11 214254 at 256  2e-16 4e-13 11x27 MAGE family member A4 [Source:HGNC Symbol:Acc:HGNC ~ Underexpressed
1 -16.33 NULL 726 GSEA CPUJANA_CHEK2_PCC_NETWORK
12 216676_x_at 215  2e-16 4e-13 14x36 killer cellimmunoglobulin like receptor, three Ig domains and 2 -15.27  NULL 319 Melanom&erber_wt/wt_melanoma-cells-SpotA
3 -15.17 NULL 1527 GSEA CPUJANA_BRCA1_PCC_NETWORK
. . " . . . 4 -13.15 NULL 4579 cC nucleus
PO rtralt R e g u I ated M etag enes 13 207339_s_at -0.96 7e-16 1le-11 49x19 lymphotoxin beta [Source:HGNC Symbol;Acc:HGNC:6711] 5 1278 NULL eal co nucleoplasm
6 -12.42 NULL 966 GSEA CXINSEY_TARGETS_OF_EWSR1_FLII_FUSION_UP
50 — 14 211597 _s_at 2 le-15 2e-11 6x3  HOP homeobox [Source:HGNC Symbol;Acc:HGNC:24961] 7 1203 NULL 400 GSEA CZPUIANA_BRCA2_PCC_NETWORK
8 -11.57 NULL 160 GSEA CPUJANA_XPRSS_INT_NETWORK
15 211397_x_at 1.98 3e-15 2e-11 13x28 9 -11.51 NULL 526 GSEA C2MARSON_BOUND_BY_E2F4_UNSTIMULATED
40 10 -11.36 NULL 5456 Chromatif sTateddeuronal_Progenitor
16 209480_at -1.69 4e-15 2e-11 49x16 major histocompatibility complex, class Il, DQ beta 1 [Source: 11 -11.27 NULL 1161 MF RNA binding
30 12 -11.06 NULL 431 GSEA C2GOBERT_OLIGODENDROCYTE_DIFFERENTIATION_UP
17 202005_at -1.24 4e-15 2e-11 43 x47 suppression of tumorigenicity 14 [Source:HGNC Symbol;Acc: 13 -10.99 NULL 187 HM HALLMARK_E2F_TARGETS
14 -10.96 NULL 439 GSEA C2SHEDDEN_LUNG_CANCER_POOR_SURVIVAL_A6
20 ' . . 15 -10.61 NULL 254 GSEA CDUTERTRE_ESTRADIOL_RESPONSE_24HR_UP
18 206218_at 1.96 5e-15 3e-11 0x15 MAGE family member B2 [Source:HGNC Symbol;Acc:HGNC 16 ~1057 NULL 852 MF nucleic acid binding
17 -10.49 NULL 575 GSEA C2CAIRO_HEPATOBLASTOMA_CLASSES_UP
10 — 19 209823 x_at 0.97 7e-15 9e-11 2x8 major histocompatibility complex, class I, DQ beta 1 [Source! 18 -10.48 NULL 204 GSEA C2ZWONG_EMBRYONIC_STEM_CELL_CORE
19 -10.36 NULL 244 GSEA CXOBAYASHI_EGFR_SIGNALING_24HR_DN
1 20 204563_at 1.36 le-14 3e-10 0x4  selectin L [Source:HGNC Symbol;Acc:HGNC:10720] 20 -10.17 NULL 280 GSEA C2MANALO_HYPOXIA_DN
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