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%DE = 0.05 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
ID p-value  Metagene
# genes with fdr < 0.2 =632 (355 +/277 -)
Overexpressed
e i < = + - 1 201425_at -139 2e-16 3e-13 7x3  aldehyde dehydrogenase 2 family (mitochondrial) [Source:HC 11.81  NULL 7225 Chromatifyerap_fetal_midbrain_ReprPC
genes wi r .
i 2 11.09  NULL 5908 LymphonmdOPP_Active_promoter
# genes with fdr < 0.05 = 389 ( 211 +/178 —) 2 203509_at -159 2e-16 3e-13 49x40 sortilin related receptor 1 [Source:HGNC Symbol;Acc:HGNC: 3 10.65 NULL 7833 Chromatiieedieperipheral blood_1_TssA
# . h fd < O 01 _ 193 0 / 83 4 10 NULL 8068 Chromatifkedges cells peripheral blood_1_TssA
genes wit r . - ( 110+ _) 3 206843 at 238 2e-16 3e-13 11x33 crystallin beta A4 [Source:HGNC Symbol;Acc:HGNC:2396] 5 9.89  NULL 7420 Chromatiif eeieeperipheral blood_1_TssA
6 9.83 NULL 5529 LymphontdOPP_Txn_elongation
# genes in genesets = 13152 4 207534at 219  2e-16 3e-13 1x16 MAGE family member B1 [Source:HGNC SymbolAccHGNC 1 975  NULL 726 GSEA CPUJANA_CHEK2_PCC_NETWORK
8 9.61 NULL 7957 Chromatiff eedieperipheral blood_2_TssAFInk
5 211639 x_at 272 2e-16 3e-13 20x13 immunoglobulin heavy variable 4-34 [Source:HGNC Symbol; 9 9.59  NULL 7751 Chromatinatarabkiller cells peripheral blood_1_TssA
= 1 9.57 NULL 8322 Chromatiff §t&8¢ naive cells peripheral blood_1_TssA
< >
6  212560.at  -174 2e-16 3e-13 49x40 sortlin related receptor 1 [Source:HGNC SymbolAccHGNG: L1 953 NULL 18 Lymphoma/RIGHT_ABC UP
<t-score> = 0.02 12 938 NULL 8406  ChromatilBeedeperipheral blood_2_TssAFink
_ 7 214669 x at  -1.66 26-16 36-13 0x3 13 9.36 NULL 8816 ChromatiffBedpes cells peripheral blood_2_TssAFInk
<p-value>=0.25 - : 14 93 NULL 966 GSEA CXINSEY_TARGETS_OF_EWSR1_FLII_FUSION_UP
15 9.29 NULL 8245 Chromatifre@igatory cells peripheral blood_2_TssAFInk
= 214836, t -1 — — . . -
<fdr>=0.95 8 > at -131  2e-16 3e-13 0x3 16 92 NULL 8431  Chromatif &8s naive cells peripheral blood_2_TssAFink
) ) 17 9.09  NULL 669 GSEA C2JOHNSTONE_PARVB_TARGETS_3_DN
9 215121 x_at 0.95 2e-16 3e-13 41x42 immunoglobulin lambda constant 2 [Source:HGNC Symbol;A 18 8.99 NULL 728 GSEA CKRIGE_RESPONSE_TO_TOSEDOSTAT 24HR_DN
. X 19 8.91 NULL 1527 GSEA CPUJANA_BRCA1_PCC_NETWORK
10 215379 x at 1.16 2e-16 3e-13 41 x42 immunoglobulin lambda constant 2 [Source:HGNC Symbol;A 20 8.84 NULL 7930 Chromatifitegiasory cells peripheral blood_1_TssA
11 216365 x_at 261 20e-16 3e-13 11x5 Underexpressed
1 -13.79 NULL 214 LymphomzENZ_Stromal signature 1
12 216853 x at 373 2e-16 3e-13 11x5 immunoglobulin lambda variable 3-19 [Source:HGNC Symbc 2 -10.86 NULL 176 GSEA CPICCALUGA_ANGIOIMMUNOBLASTIC_LYMPHOMA_UP
3 -10.34 NULL 335 GSEA C2SCHUETZ_BREAST_CANCER_DUCTAL_INVASIVE_UP
Portralt Re Iated M eta n 13 221651 x_at -2.36 2e-16 3e-13 0x3  immunoglobulin kappa constant [Source:HGNC Symbol;Acc:| 4 ~9.94  NULL 2507 ChromatiMétafésontal_Lobe_ReprPC
g u g enes 5 -8.98 NULL 331 GSEA C2.INDGREN_BLADDER_CANCER_CLUSTER_2B
) ) 6 -8.96  NULL 747 GSEA CINABA_MATRISOME
50 ——-—‘ 14 221671 x at -1.93 2e-16 3e-13 0x3  immunoglobulin kappa constant [Source:HGNC Symbol;Acc:l 7 876 NULL 196 HM HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
8 -8.68 NULL 1090 cc extracellular space
40 - 15 202031_s at -1.27 7e-16 2e-11 47x19 WD repeat domain, phosphoinositide interacting 2 [Source:Ht 9 -8.46  NULL 212 cc extracellular matrix
10 -8.37  NULL 3168 LymphomdOPP_Repressed
16 206498 at 211 3e-15 2e-11 28x2 OCA2 melanosomal transmembrane protein [Source:HGNC ¢ 11 -8.37 NULL 1611 cC extracellular region
30 12 -8.35 NULL 3734 Chromatiif editeperipheral blood_13_ReprPC
17 214677_x_at 0.81 3e-15 3e-11 41x42 immunoglobulin lambda constant 2 [Source:HGNC Symbol;A 13 -8.32  NULL 354 GSEA CRODWEL!——AG'NG—MDNEY—UP
14 -83  NULL 3724 Chromatiiegdigeperipheral blood_12_EnhBiv
20 . ) 15 -8.27  NULL 6 Lymphom@are_GCB UP
209374 . -~ — lobulin h : H -
18 | s_at  0.93 5e-15 3e-11 0x22 immunoglobulin heavy constant mu [Source:HGNC Symbol;A 16 803 NULL 231 Glioma WILLSCHER GBM_Verhaak-CL & MES._up
. 17 -7.92  NULL 447 Glioma ScoV_0.999_Sturm_E4_Mesenchymal_RTK | 'PDGFRA'_DN
10 — 19 212311 at -1.14 6e-15 6e-11 49x39 SELI1L family member 3 [Source:HGNC Symbol;Acc:HGNC:Z 18 788 NULL 18 cc MHC class Il protein complex
19 -7.87  NULL 2203 ChromatifEstee£olon
1 q 20 209138 x_at 0.8 8e-15 3e-10 41 x42 immunoglobulin lambda constant 2 [Source:HGNC Symbol;A 20 -7.84  NULL 3210 cc plasma membrane
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