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%DE = 0.07 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
' ID p-value  Metagene
# genes with fdr < 0.2 =796 (476 +/320 -)

Overexpressed
i < = + - 266_s_at -17 2e-16 2e-13 44x49 CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645] 1452 NULL 5529 LymphontdOPP_Txn_elongation
genes wi r .
2 1431  NULL 5716 Chromatileedieperipheral blood_4_Tx
# genes with fdr < 0.05 =442 (265 +/177 -) 2 39318 at ~176 2e-16 2e-13 46x49 T cell leukemia/lymphoma 1A [Source:HGNC Symbol:Acc:HC 3 1427  NULL 4261 LymphomdOPP_Txn_transition
. 4 1419 NULL 3767 ChromatiBeedieperipheral blood_6_EnhG
# genes with fdr < 0.01 = 222 ( 122 +7100 _) 3 44790_s_at  -1.62 2e-16 2e-13 42x49 RUN and cysteine rich domain containing beclin 1 interacting 5 12.75  NULL 5601 ChromatiiT edees cells peripheral blood_4_Tx
6 126 NULL 5753 Chromatiif eedireperipheral blood_4_Tx
. - ™ : . . . . . i lIs peripheral blood_4_Tx
= 4 201161 s at -157 2e-16 2e-13 42x48 Y-box binding protein 3 [Source:HGNC Symbol;Acc:HGNC:2 7 1248 NULL 5527 Chromatififsgudatory ce 4
# genes in genesets 13152 8 12.34  NULL 5766 Chromatinatatakkiller cells peripheral blood_4_Tx
5 204259_at 235 2e-16 2e-13 6x3  matrix metallopeptidase 7 [Source:HGNC Symbol;Acc:HGNC 9 1225 NULL 4528 Chromatiff &8s naive cells peripheral blood_4_Tx
<FC>=0 10 12.06  NULL 6099 ChromatihiS@tes Tx
6  206310.at 237 2e-16 2e-13 17x6 serine peptidase inhibitor, Kazal type 2 [Source:HGNG Symb L1 14 NULL 5404 LymphomidOPP_Strong_enhancer
<t-score>=-0.09 12 112 NULL 3524 Chromatifirequéstory cells peripheral blood_6_EnhG
. 13 11.19  NULL 4683 Chromatifoseriep_fetal_midbrain_HetRpts
- - — — talloth 1H [Se :HGNC Symbol;Acc:HGNC:7400 .
<p-value>=0.23 7 206461 xat 17 2e-16 2e-13 Ox1  metaliothionein 1H [Source YMBOLACE 1 12 1117 NULL 5738 Chromatimstagsytes peripheral blood_4_Tx
- . 111 NULL 1535 ChromatiBeedieperipheral blood_8_ZNF_Rpts
I d 20 [St :HGNC Symbol;Acc:HGN
<fdr>=0.93 8  207599_at 259  2e-16 2e-13 16x7 matrix metallopeptidase 20 [Source: ymbol;Acc: 16 1109 NULL 1633 Chromati tes peripheral blood_8_ZNF._Rpts
17 10.95 NULL 6637 Chromatiff eediteperipheral blood_5_TxWk
9 208650_s_at -1.56 2e-16 2e-13 44x49 CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645] 18 1069  NULL 6034 Chromati6 stteBibroblasts
19 10.56  NULL 832 Chr Chr2
10 200138 x.at -1.09 2e-16 2e-13 41x42 immunoglobulin lambda constant 2 [Source:HGNC SymbokA 90y 1051 NULL 3682  Chromatinatarakiler cells peripheral blood_6_EnhG
11 209374.s at -219 2e-16 2e-13 0x22 immunoglobulin heavy constant mu [Source:HGNC Symbol;A Underexpressed
1 -11.02 NULL 728 GSEA CXRIGE_RESPONSE_TO_TOSEDOSTAT_24HR_DN
12 209771 x_at -158 2e-16 2e-13 44x49 CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645] 2 -9.63  NULL 1 MF peptidoglycan binding
3 -9.6  NULL 102 Reference\SiRjniatESy B—cells
. . S 4 -9.45  NULL 16 MF immunoglobulin receptor binding
209825, t -1 — - dine—cytidine ki 2[S :HGNC Symbol;Acc:HGNC:
Portrait RegUIated Metagenes 13 -S-at -165 26716 2e-13 39x47 uridine-cylidine kinase 2 [Source ymboAce 5 —939  NULL 651  GSEA CXKRIGE_RESPONSE_TO_TOSEDOSTAT 6HR_DN
. 6 -8.78  NULL 3001 ChromatilBeedieperipheral blood_14_ReprPCWk
50 — 14 209995_s_at -1.38 2e-16 2e-13 46x49 T cell leukemia/lymphoma 1A [Source:HGNC Symbol;Acc:HC 7 _825 NULL 1611 cc extracellular region
8 -8.19 NULL 2405 ChromatiBeedieperipheral blood_13_ReprPC
15 210889_s_at 2.27 2e-16 2e-13 0x25 Fcfragment of IgG receptor Ilb [Source:HGNC Symbol;Acc:+ 9 -8.09 NULL 3168 LymphontdOPP_Repressed
40 10 -8.07 NULL 44 MF antigen binding
16 211395 x at 246 2e-16 2e-13 8x10 Fc fragment of IgG receptor lic (gene/pseudogene) [Source:r 11 =7.94  NULL 72 GSEA C2SCHUHMACHER_MYC_TARGETS_UP
30 12 -7.86  NULL 3734 Chromatiif egeperipheral blood_13_ReprPC
17 212827 at -215 2e-16 2e-13 41x44 immunoglobulin heavy constant mu [Source:HGNC Symbol;A 13 -7.29  NULL 2747 ChromatiBeedieperipheral blood_12_EnhBiv
14 -7.29 NULL 17 GSEA CZHENG_RESPONSE_TO_ARSENITE_UP
20 ' _ _ ~ - - 15 -7.28  NULL 616 GSEA C2WEI_MYCN_TARGETS_WITH_E_BOX
18 213831_at 1.52 2e-16 2e-13 49x 16 major histocompatibility complex, class Il, DQ alpha 1 [Sourct 16 7921 NULL 3724 Chromatiffeedeperipheral blood_12._EnhBiv
17 -7.14  NULL 3918 Chromatiff egditeperipheral blood_14_ReprPCWk
10 — 19 214677_x_at -1.08 2e-16 2e-13 41x42 immunoglobulin lambda constant 2 [Source:HGNC Symbol;A 18 ~712  NULL 233 GSEA CPENG_RAPAMYCIN_RESPONSE_DN
L 19 -7.05 NULL 2765 Chromatifirs@uatory cells peripheral blood_13_ReprPC
1 20 215121 x at -116 2e-16 2e-13 41x42 immunoglobulin lambda constant 2 [Source:HGNC Symbol;A 20 -7.04 NULL 14 BP cellular response to zinc ion
1 10 20 30 40 50 1 10 20 30 40 50
e o c e e o e e e . ‘T 1
%DE = 0.07
2.5 1 - - ==
-— -
- - - Fdrf_
0.8
e+ fdr
= 2.0 1
o
‘B 15 4 - 06 ¥
c (@]
] -
Q 10 - — . [ 04 L
0.5 ‘ ‘ — 0.2
0.0 Lo
I

0.0 0.2 0.4 0.6 0.8 1.0



