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Global Summary

%DE = 0.07

# genes with fdr < 0.2  = 796  ( 476 + / 320  −)

# genes with fdr < 0.1  = 648  ( 391 + / 257  −)

# genes with fdr < 0.05  = 442  ( 265 + / 177  −)

# genes with fdr < 0.01 = 222  ( 122 + / 100  −)

# genes in genesets = 13152

<FC> = 0

<t−score> = −0.09

<p−value> = 0.23

<fdr> = 0.93
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Regulated Metagenes
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Global Genelist

Rank
ID

log(FC)
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CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645]

T cell leukemia/lymphoma 1A [Source:HGNC Symbol;Acc:HGNC:11648]

RUN and cysteine rich domain containing beclin 1 interacting protein like [Source:HGNC Symbol;Acc:HGNC:20420]

Y−box binding protein 3 [Source:HGNC Symbol;Acc:HGNC:2428]

matrix metallopeptidase 7 [Source:HGNC Symbol;Acc:HGNC:7174]

serine peptidase inhibitor, Kazal type 2 [Source:HGNC Symbol;Acc:HGNC:11245]

metallothionein 1H [Source:HGNC Symbol;Acc:HGNC:7400]

matrix metallopeptidase 20 [Source:HGNC Symbol;Acc:HGNC:7167]

CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645]

immunoglobulin lambda constant 2 [Source:HGNC Symbol;Acc:HGNC:5856]

immunoglobulin heavy constant mu [Source:HGNC Symbol;Acc:HGNC:5541]

CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645]

uridine−cytidine kinase 2 [Source:HGNC Symbol;Acc:HGNC:12562]

T cell leukemia/lymphoma 1A [Source:HGNC Symbol;Acc:HGNC:11648]

Fc fragment of IgG receptor IIb [Source:HGNC Symbol;Acc:HGNC:3618]

Fc fragment of IgG receptor IIc (gene/pseudogene) [Source:HGNC Symbol;Acc:HGNC:15626]

immunoglobulin heavy constant mu [Source:HGNC Symbol;Acc:HGNC:5541]

major histocompatibility complex, class II, DQ alpha 1 [Source:HGNC Symbol;Acc:HGNC:4942]

immunoglobulin lambda constant 2 [Source:HGNC Symbol;Acc:HGNC:5856]

immunoglobulin lambda constant 2 [Source:HGNC Symbol;Acc:HGNC:5856]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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Chr

Chromatin states

HOPP_Txn_elongation

Bcells peripheral blood_4_Tx

HOPP_Txn_transition

Bcells peripheral blood_6_EnhG

Thelper cells peripheral blood_4_Tx

Tcells peripheral blood_4_Tx

Tregulatory cells peripheral blood_4_Tx

natural killer cells peripheral blood_4_Tx

T CD8+ naive cells peripheral blood_4_Tx

HSC_4_Tx

HOPP_Strong_enhancer

Tregulatory cells peripheral blood_6_EnhG

Overlap_fetal_midbrain_HetRpts

monocytes peripheral blood_4_Tx

Bcells peripheral blood_8_ZNF_Rpts

monocytes peripheral blood_8_ZNF_Rpts

Tcells peripheral blood_5_TxWk

5_Tx_Fibroblasts

Chr 2
natural killer cells peripheral blood_6_EnhG

Underexpressed
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−11.02
−9.63
−9.6
−9.45
−9.39
−8.78
−8.25
−8.19
−8.09
−8.07
−7.94
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−7.29
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1611
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3734
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3918
233
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GSEA C2
MF
Reference Signatures

MF
GSEA C2
Chromatin states
CC
Chromatin states
Lymphoma

MF
GSEA C2
Chromatin states
Chromatin states
GSEA C2
GSEA C2
Chromatin states
Chromatin states
GSEA C2
Chromatin states
BP

KRIGE_RESPONSE_TO_TOSEDOSTAT_24HR_DN
peptidoglycan binding

WIRTH_EBV B−cells
immunoglobulin receptor binding

KRIGE_RESPONSE_TO_TOSEDOSTAT_6HR_DN
Bcells peripheral blood_14_ReprPCWk
extracellular region

Bcells peripheral blood_13_ReprPC
HOPP_Repressed
antigen binding

SCHUHMACHER_MYC_TARGETS_UP
Tcells peripheral blood_13_ReprPC
Bcells peripheral blood_12_EnhBiv

ZHENG_RESPONSE_TO_ARSENITE_UP
WEI_MYCN_TARGETS_WITH_E_BOX
Tcells peripheral blood_12_EnhBiv
Tcells peripheral blood_14_ReprPCWk

PENG_RAPAMYCIN_RESPONSE_DN
Tregulatory cells peripheral blood_13_ReprPC
cellular response to zinc ion


