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Global Summary

%DE = 0.06

# genes with fdr < 0.2  = 577  ( 179 + / 398  −)

# genes with fdr < 0.1  = 451  ( 131 + / 320  −)

# genes with fdr < 0.05  = 415  ( 121 + / 294  −)

# genes with fdr < 0.01 = 253  ( 63 + / 190  −)

# genes in genesets = 13152

<FC> = 0

<t−score> = 0

<p−value> = 0.24

<fdr> = 0.94
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prolylcarboxypeptidase [Source:HGNC Symbol;Acc:HGNC:9344]

S100 calcium binding protein A4 [Source:HGNC Symbol;Acc:HGNC:10494]

C−X−C motif chemokine ligand 9 [Source:HGNC Symbol;Acc:HGNC:7098]

LIM domain only 2 [Source:HGNC Symbol;Acc:HGNC:6642]

basic leucine zipper ATF−like transcription factor [Source:HGNC Symbol;Acc:HGNC:958]

metallothionein 1H [Source:HGNC Symbol;Acc:HGNC:7400]

metallothionein 1X [Source:HGNC Symbol;Acc:HGNC:7405]

clusterin [Source:HGNC Symbol;Acc:HGNC:2095]

major histocompatibility complex, class II, DQ beta 1 [Source:HGNC Symbol;Acc:HGNC:4944]

immunoglobulin heavy constant gamma 2 (G2m marker) [Source:HGNC Symbol;Acc:HGNC:5526]

metallothionein 1H [Source:HGNC Symbol;Acc:HGNC:7400]

immunoglobulin heavy variable 3−23 [Source:HGNC Symbol;Acc:HGNC:5588]

major histocompatibility complex, class II, DQ beta 1 [Source:HGNC Symbol;Acc:HGNC:4944]

AHNAK nucleoprotein [Source:HGNC Symbol;Acc:HGNC:347]

metallothionein 2A [Source:HGNC Symbol;Acc:HGNC:7406]

immunoglobulin lambda variable 2−14 [Source:HGNC Symbol;Acc:HGNC:5888]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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GSEA C2

GSEA C2

GSEA C2

Melanoma

GSEA C2
Lymphoma

Chromatin states

Chromatin states
Lymphoma

GSEA C2

GSEA C2
Lymphoma

GSEA C2

Chromatin states

Chromatin states

GSEA C2

Chromatin states

Chromatin states

Chromatin states

Chromatin states

PUJANA_BRCA1_PCC_NETWORK

PUJANA_CHEK2_PCC_NETWORK

KINSEY_TARGETS_OF_EWSR1_FLII_FUSION_UP

Gerber_wt/wt_melanoma−cells−SpotA

HUMMEL_BURKITTS_LYMPHOMA_UP

Victora_Dark zone signature

Overlap_fetal_midbrain_ReprPC

5_Tx_Neuronal_Progenitor

Sha_BL UP

SHEDDEN_LUNG_CANCER_POOR_SURVIVAL_A6

CAIRO_HEPATOBLASTOMA_CLASSES_UP

HOPP_Txn_elongation

PUJANA_BRCA2_PCC_NETWORK

4_Tx_ESC_Endoderm

HSC_4_Tx

MANALO_HYPOXIA_DN

Bcells peripheral blood_1_TssA

Bcells peripheral blood_4_Tx

Overlap_fetal_midbrain_K9K27me3

T CD8+ naive cells peripheral blood_4_Tx

Underexpressed
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−22.32
−21.29

−21.12
−19.51
−18.01

−17.12
−16.45
−16.32
−15.58
−15.49
−14.88
−14.73

−14.7
−14.64
−14.39

−14.2
−14.2
−14.13
−13.93
−13.84

NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL

85
317
102

447
589
223
269
288
166
335
186
231

422
219
62
88
480
404
297
265

Lymphoma

Cancer
Reference Signatures

Glioma
Colon Cancer
GSEA C2
Glioma
Colon Cancer
HM
GSEA C2
Cancer
Glioma
GSEA C2
GSEA C2
Lymphoma

GSEA C2
Cancer
GSEA C2
Colon Cancer
GSEA C2

Sha_DLBCL UP
SPANG_BCL6−index2
WIRTH_EBV B−cells
ScoV_0.999_Sturm_E4_Mesenchymal_RTK I 'PDGFRA'_DN
Lembcke_TCGA−expr_kmeans_E_CIMP.H_UP_Cluster4_DN

MCLACHLAN_DENTAL_CARIES_UP
ScoV_0.5_Sturm_C3_Mesenchymal_DN

Pentrack_CRC_TCGA_corr_J_msi−h_UP_mss_DN
HALLMARK_INTERFERON_GAMMA_RESPONSE
SCHUETZ_BREAST_CANCER_DUCTAL_INVASIVE_UP
SPANG_LPS−index2
WILLSCHER_GBM_Verhaak−CL & MES_up

DELYS_THYROID_CANCER_UP
MCLACHLAN_DENTAL_CARIES_DN
Monti_Host_response_cluster

WIELAND_UP_BY_HBV_INFECTION
Lembcke_Colonic Inflammation
RUTELLA_RESPONSE_TO_HGF_UP
Pentrack_CRC_TCGA_group.over_B_msi−h_UP

WALLACE_PROSTATE_CANCER_RACE_UP


