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Global Summary

%DE = 0.04

# genes with fdr < 0.2  = 456  ( 273 + / 183  −)

# genes with fdr < 0.1  = 333  ( 205 + / 128  −)

# genes with fdr < 0.05  = 217  ( 136 + / 81  −)

# genes with fdr < 0.01 = 138  ( 85 + / 53  −)

# genes in genesets = 13152

<FC> = 0

<t−score> = 0.15

<p−value> = 0.28

<fdr> = 0.96
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Global Genelist
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lactotransferrin [Source:HGNC Symbol;Acc:HGNC:6720]

MYC proto−oncogene, bHLH transcription factor [Source:HGNC Symbol;Acc:HGNC:7553]

matrix metallopeptidase 12 [Source:HGNC Symbol;Acc:HGNC:7158]

BCL2 interacting killer [Source:HGNC Symbol;Acc:HGNC:1051]

histatin 3 [Source:HGNC Symbol;Acc:HGNC:5284]

statherin [Source:HGNC Symbol;Acc:HGNC:11369]

regulator of G protein signaling 13 [Source:HGNC Symbol;Acc:HGNC:9995]

immunoglobulin kappa variable 3−20 [Source:HGNC Symbol;Acc:HGNC:5817]

submaxillary gland androgen regulated protein 3A [Source:HGNC Symbol;Acc:HGNC:19216]

mucin 7, secreted [Source:HGNC Symbol;Acc:HGNC:7518]

activation induced cytidine deaminase [Source:HGNC Symbol;Acc:HGNC:13203]

solute carrier family 2 member 5 [Source:HGNC Symbol;Acc:HGNC:11010]

RAS guanyl releasing protein 3 [Source:HGNC Symbol;Acc:HGNC:14545]

ribosomal protein S4, Y−linked 1 [Source:HGNC Symbol;Acc:HGNC:10425]

DnaJ heat shock protein family (Hsp40) member C12 [Source:HGNC Symbol;Acc:HGNC:28908]

histatin 1 [Source:HGNC Symbol;Acc:HGNC:5283]

immunoglobulin lambda constant 2 [Source:HGNC Symbol;Acc:HGNC:5856]

protein tyrosine phosphatase, non−receptor type 18 [Source:HGNC Symbol;Acc:HGNC:9649]

immunoglobulin kappa constant [Source:HGNC Symbol;Acc:HGNC:5716]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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Reference Signatures
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Bcells peripheral blood_1_TssA

Tcells peripheral blood_1_TssA

Bcells peripheral blood_4_Tx

HOPP_Active_promoter

JONGENEEL_Salivary Gland

natural killer cells peripheral blood_1_TssA

Tregulatory cells peripheral blood_1_TssA

natural killer cells peripheral blood_4_Tx

Chr 3
HOPP_Weak_promoter

Tcells peripheral blood_4_Tx

Tcells peripheral blood_2_TssAFlnk

Thelper cells peripheral blood_4_Tx

T CD8+ naive cells peripheral blood_1_TssA

Thelper cells peripheral blood_1_TssA

T CD8+ naive cells peripheral blood_4_Tx

monocytes peripheral blood_1_TssA

Tregulatory cells peripheral blood_4_Tx

natural killer cells peripheral blood_2_TssAFlnk

Tregulatory cells peripheral blood_2_TssAFlnk
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WIRTH_GC B−cells
Tcells peripheral blood_12_EnhBiv

Bcells peripheral blood_13_ReprPC
Tcells peripheral blood_13_ReprPC
Bcells peripheral blood_14_ReprPCWk
Bcells peripheral blood_12_EnhBiv
HSC_13_ReprPC
Tcells peripheral blood_14_ReprPCWk
HSC_14_ReprPCWk
HOPP_Repressed
Thelper cells peripheral blood_13_ReprPC
LENZ_Stromal signature 1
monocytes peripheral blood_13_ReprPC
natural killer cells peripheral blood_12_EnhBiv
WILLSCHER_GBM_Verhaak−CL_up ( C)

CROMER_TUMORIGENESIS_UP
HSC_12_EnhBiv
SMIRNOV_CIRCULATING_ENDOTHELIOCYTES_IN_CANCER_UP
SOTIRIOU_BREAST_CANCER_GRADE_1_VS_3_UP
Fetal_TssA


