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Global Summary Global Genelist Global Geneset Analysis

%DE = 0.05 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
ID p-value  Metagene
# genes with fdr < 0.2 =642 (426 +/216 -)
Overexpressed
# genes with fdr < 0.1 =510 (344 +/166 -) 1 266.sat -171 2e-16 2e-13 44x49 CD24 molecule [Source:HGNC Symbol:Acc:HGNC:1645] 1 172 NULL 404 GSEA CRUTELLA_RESPONSE_TO_HGF_UP
2 16.88  NULL 176 GSEA CPICCALUGA_ANGIOIMMUNOBLASTIC_LYMPHOMA_UP
# genes with fdr < 0.05 =427 (297 +/130 -) 2 35974 at -105 2e-16 2e-13 49x39 lymphoid restricted membrane protein [Source:HGNC Symbc 3 1597  NULL 386 GSEA CRRUTELLA_RESPONSE_TO_HGF_VS_CSF2RB_AND_IL4_UP
. 4 1559  NULL 71 Melanomdirosh_Macrophage specific genes-melanoma
# genes with fdr < 0.01 = 256 ( 175+/81 _) 3 203509_at -136 2e-16 2e-13 49x40 sortilin related receptor 1 [Source:HGNC Symbol:AcC:HGNC: D 1471 NULL 102 Reference\SRjtatESY B-cells
6 14.02  NULL 78 Melanomdirosh_expression higher in CAFs than in T-cells
. ; . . i ScoV_0.999_Sturm_E4_Mesenchymal_RTK | 'PDGFRA'_DN
= A 204480 s_at 134 2e-16 2e-13 0x4  CD44 molecule (Indian blood group) [Source:HGNC Symbol;,  { 1385  NULL 441 Glioma 0.999_ _E4 | ymal_| !
# genes in genesets = 13152 8 1381  NULL 231 Glioma WILLSCHER_GBM_Verhaak-CL & MES_up
5 204490_s_at  1.32 2e-16 2e-13 0x4 CD44 molecule (Indian blood group) [Source:HGNC Symbol; 9 1351 NULL 335 GSEA C2SCHUETZ_BREAST_CANCER_DUCTAL_INVASIVE_UP
<FC>=0 10 1329  NULL 288 Colon CaReetrack_CRC_TCGA_corr_J_msi-h_UP_mss_DN
6  204%6lsat -12 2e-16 2e-13 49x39 neutrophil cytosolic factor 1 [Source:HGNG SymbolAccHGN L1 13.27 NULL 269 Glioma  ScoV_0.5_Sturm_C3_Mesenchymal DN
<t-score> = -0.01 12 1252 NULL 317 Cancer SPANG_BCL6-index2
) . 13 1245  NULL 186 Cancer SPANG_LPS-index2
- 205780_at -1. - - BCL2 interacting killer [S :HGNC Symbol;Acc:HGNC:10! —
<p-value> = 0.24 7 o 145 2e-16 2e-13 40x49 interacting kiler [Sourcs: ymbotAce 14 1217  NULL 166 GSEA CVERHAAK_AML_WITH_NPM1_MUTATED_UP
15 12.16  NULL 397 GSEA CREN_ALVEOLAR_RHABDOMYOSARCOMA_DN
<fdr> =0.95 8 206018_at 2.24 2e-16 2e-13 6x32 forkhead box G1 [Source:HGNC Symbol;Acc:HGNC:3811] 16 1214 NULL 214 LymphomtzENZ._Stromal signature 1
17 12.09  NULL 202 GSEA CVERHAAK_GLIOBLASTOMA_MESENCHYMAL
9 206206_at -1.4 2e-16 2e-13 49x20 CD180 molecule [Source:HGNC Symbol;Acc:HGNC:6726] 18 1191 NULL 132 Colon Cahtasisa_CRC~cluster-a
19 1136 NULL 196 HM HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
10 208650_s at -1.8 2e-16 2e-13 44 x49 CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645] 20 1132 NULL 67 GSEA CNAKAYAMA_SOFT_TISSUE_TUMORS_PCA1_UP
11 208651 x at -1.84 2e-16 2e-13 44x49 CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645] Underexpressed
1 -9.84  NULL 437 Chr Chrg
12 200153 s at -121 2e-16 2e-13 45x48 transcription factor 3 [Source:HGNC Symbol:Acc:HGNC:116: 2 -8.58  NULL 1527 GSEA CPUJANA_BRCA1_PCC_NETWORK
3 -7.02  NULL 188 Referenc€bigrsataives 3,8_Enzymes
. 4 -6.86  NULL 1312 GSEA CPUJANA_ATM_PCC_NETWORK
209771 _x_at -1.79 2e-16 2e-13 44 x49 CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645 ) - - -
POrtraIt Reg U|ated M etageneS 13 - € € X L 4 ! 5 -6.62  NULL 3767 Chromatileedieperipheral blood_6_EnhG
_ 6 -6.59  NULL 56 GSEA CXLEIN_PRIMARY_EFFUSION_LYMPHOMA_DN
50 14 209835 _x_at 1.22 2e-16 2e-13 0x4 CD44 molecule (Indian blood group) [Source:HGNC Symbol; 7 657 NULL 4579 cc nucleus
8 -6.53  NULL 195 GSEA CHOLLMANN_APOPTOSIS_VIA_CD40_UP
15 210258 at -2.33 2e-16 2e-13 49x40 regulator of G protein signaling 13 [Source:HGNC SymboliAc 9 -6.47  NULL 263 Lymphom@PANG_CD40 6hrs UP
40 10 -6.44  NULL 11 MF peptidoglycan binding
16 210916_s at 155 2e-16 2e-13 0x4  CD44 molecule (Indian blood group) [Source:HGNC Symbol, 11 -6.39  NULL 852 MF nucleic acid binding
-6.31  NULL 9 GSEA CRUNNE_GENDER_EFFECT_UP
30 12 X | _
17 212014 x_at 1.38 2e-16 2e-13 0x4 CD44 molecule (Indian blood group) [Source:HGNC Symbol;, 13 -6.17  NULL 575 GSEA CXCAIRO_HEPATOBLASTOMA_CLASSES_UP
14 -6.16  NULL 8 LymphonfdASCQUE_GCB UP
20 - ) o . 15 -6.15 NULL 13 Immunorngelova_immune-metagene—-immature_B-cells
18 212560_at -1.41 2e-16 2e-13 49x40 sortilin related receptor 1 [Source:HGNC Symbol;Acc:HGNC: 16 2609 NULL 39 Bp B cell receptor signaling pathway
17 -6.09 NULL 693 ChromatiBsedigperipheral blood_3_TxFInk
10 19 212827_at -1.88 2e-16 2e-13 41 x44 immunoglobulin heavy constant mu [Source:HGNC Symbol;A 18 5098 NULL 61 GSEA CBASSO_CD40_SIGNALING_DN
19 -5.84 NULL 42 Referenc€Biyrsatabes 1,3_B-cells
1 20 215778 x_at -137 2e-16 2e-13 44x0 20 -569 NULL 42 GSEA CHUMMEL_BURKITTS_LYMPHOMA_UP
1 10 20 30 40 50
« o o o e o o o o o e e o - 1
%DE = 0.05 ==
254 - -——-— - No
. P - - - Fdr 0.8
rd e o fdr
= 2.0 1 ’
) ’
D 15 - , - 06 (¥
c o
S 1o fh o _tosall
[}
0.5 — 0.2
0.0 0
I I I I

I
0.0 0.2 0.4 0.6 0.8 1.0



