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%DE = 0.05 Rank log(FC)  fdr Description Rank GSz p-value #all Geneset
ID p-value  Metagene
# genes with fdr < 0.2 =703 (262 +/441 -)

Overexpressed
# genes with fdr < 0.1 =599 ( 208 +/ 391 _) 1 203186_s_at -1.23 2e-16 3e-13 0x3  S100 calcium binding protein A4 [Source:HGNC Symbol;Acc 1 19.06  NULL 5456 Chromatif stateleuronal_Progenitor
. 2 16.05 NULL 6997 ChromatifPyeriep_fetal_midbrain_K9K27me3
# genes with fdr < 0.05 =429 (143 +/286 -) 2 205681_at  -126 2e-16 3e-13 Ox4  BCL2 related protein Al [Source:HGNC SymbolAccHGNC: 3 1552 NULL 4683  Chromati®srilep_fetal_midbrain_HetRpts
. 4 15.39 NULL 6068 Chromatid statesSC_Endoderm
# genes with fdr < 0.01 =259 (81 +/178 -) 3 206660.at 281 2e-16 3e-13 45x49 immunoglobulinlambda like polypeptide 1 [SourceHGNC Sy 5 1518  NULL 6389  Chromati¥ STateESC_Mesoderm
6 15.14  NULL 6099 ChromatihiS@tes Tx
# genes in genesets = 13152 4 208791at  -213 2e-16 3e-13 0x3  clusterin [Source:HGNC Symbol;Acc:HGNC:2095] 7 1495 NULL 5716 Chromatieede@peripheral blood_4_Tx
8 14.89  NULL 4528 Chromatiff €8¢ naive cells peripheral blood_4_Tx
5 208792_s_at -1.78 2e-16 3e-13 0x3 clusterin [Source:HGNC Symbol;Acc:HGNC:2095] 9 1486  NULL 1527 GSEA CPUJANA_BRCAL_PCC_NETWORK
<FC>=0 10 14.48  NULL 5601 ChromatiiTsesees cells peripheral blood_4_Tx
6 210072_at -157 2e-16 3e-13 0x2 C-C motif chemokine ligand 19 [Source:HGNC Symbol;Acc:t 11 14.37  NULL 7225 Chromatifyelap_fetal_midbrain_ReprPC
<t-score> = -0.06 12 1402 NULL 5753  Chromatifegiteperipheral blood_4_Tx
o 13 1381  NULL 6679 Chromatif stateMlelanocytes
— = 210258_at -2.27 2e-16 3e-13 49 x40 regulator of G protein signaling 13 [Source:HGNC Symbol;Ac
<p-value>=0.24 7 . 9 P gnaling 13 [ 4 14 1376 NULL 7833 Chromatifbeedeperipheral blood_1_TssA
15 1368  NULL 6034 Chromatif sfateBibroblasts
= 211430_s_at -1.89 2e-16 — immunoglobulin hea tant 2 (G2 ker) [S T
<fdr>=0.95 8 -5 716 3e-13 Ox4 o vy constant gamma 2 (G2m marken) [So. - 7 & 1346  NULL 8641  Chromatid sTams_ESC_Endoderm
I ) . 17 1341  NULL 5527 Chromatiffregiatory cells peripheral blood_4_Tx
9 211675 s_at -1.56 2e-16 3e-13 0x5 MyoD family inhibitor domain containing [Source:HGNC Syml 18 1327  NULL 726 GSEA CPUIANA_CHEK2_PCC_NETWORK
o o 19 13.14  NULL 5766  Chromatinatatekkiller cells peripheral blood_4_Tx
10 213831 at -1.65 2e-16 3e-13 49x16 major histocompatibility complex, class I, DQ alpha 1 [Sourct 20 12.9 NULL 575 GSEA CZCAIRO_HEPATOBLASTOMA_CLASSES_UP
11 214669 x at -1.81 2e-16 3e-13 0x3 Underexpressed
1 -22.33 NULL 85 Lymphongha_DLBCL UP
12 214836.x.at -12  2e-16 3e-13 0x3 2 -19.73 NULL 447 Glioma ScoV_0.999_Sturm_E4_Mesenchymal_RTK | 'PDGFRA'_DN
3 -19.27 NULL 317 Cancer SPANG_BCL6-index2
Portralt Re ulated M eta en 13 217022 s_at -2.12 2e-16 3e-13 0x2  immunoglobulin heavy constant alpha 2 (A2m marker) [Sourc 4 ~1855 NULL 589 Colon Caheerbcke_TCGA-expr_kmeans_E_CIMP.H_UP_Cluster4_DN
g g es 5 -15.76 NULL 102 Reference\SiRjniatiEes/ B—cells
_ ) 6 -15.36 NULL 265 GSEA CAVALLACE_PROSTATE_CANCER_RACE_UP
50 _' - 14 221651 _x_at -2.12 2e-16 3e-13 0x3 immunoglobulin kappa constant [Source:HGNC Symbol;Acc:| 7 ~15.27 NULL 223 GSEA CMMCLACHLAN_DENTAL_CARIES_UP
8 -15.17 NULL 269 Glioma ScoV_0.5_Sturm_C3_Mesenchymal_DN
40 - 15 221671 x at -1.92 2e-16 3e-13 0x3 immunoglobulin kappa constant [Source:HGNC Symbol;Acc:| 9 -14.7 NULL 480 Cancer Lembcke_Colonic Inflammation
10 -14.36  NULL 219 GSEA CIMCLACHLAN_DENTAL_CARIES_DN
16 205965_at -123 5e-15 8e-11 0x4  basic leucine zipper ATF-like transcription factor [Source:HGI 11 -14.35 NULL 194 GSEA C2JAATINEN_HEMATOPOIETIC_STEM_CELL_DN
30 — 12 -14.32 NULL 255 GSEA CHELLER_SILENCED_BY_METHYLATION_UP
17 205242_at -1.38 8e-15 3e-10 0x3 C-X-C motif chemokine ligand 13 [Source:HGNC Symbol;Ac 13 -13.69 NULL 90 GSEA CBASSO_CD40_SIGNALING_UP
14 -13.62 NULL 516 GSEA C2SMID_BREAST_CANCER_LUMINAL_B_DN
20 4 - 15 -13.61 NULL 190 HM HALLMARK_TNFA_SIGNALING_VIA_NFKB
216834_at -1. - - regulator of G prot ling 1 [S :HGNC Symbol;A - ~ — -
18 - 32 2e-14 3e-10 5x3  regulator of G protein signaling 1 [Source ymbolAce 16 -1353 NULL 429 GSEA C2SMID_BREAST_CANCER_NORMAL_LIKE_UP
_ ) 17 -13.53 NULL 404 GSEA CRUTELLA_RESPONSE_TO_HGF_UP
10 — 19 203936_s_at -1 4e-14 3e-10 5x3 matrix metallopeptidase 9 [Source:HGNC Symbol;Acc:HGNC 18 ~13.33 NULL 186 Cancer SPANG_LPS-index2
19 -12.87 NULL 236 GSEA C2.I_INDUCED_T_TO_NATURAL_KILLER_UP
1 20 204563_at -152 5e-14 1e-09 0x4  selectin L [Source:HGNC Symbol;Acc:HGNC:10720] 20 -12.38 NULL 229 GSEA CXQI_PLASMACYTOMA_UP
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