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K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−048

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−055

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−065

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−071

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−075

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−077

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−078

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−079

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−080

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−081

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−082

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−084

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−085

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−086

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−087

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−089

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−090

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−091

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−095

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−101

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−114

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−123

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−138

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−139

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−140

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−144

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−147

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−171

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−172

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−007

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−011

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−024

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−026

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−036

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−037

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−038

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−041

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−046

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−050

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−051

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−054

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−059

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−060

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−061

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−064

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−070

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−072

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−093

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−094

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−099

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−104

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−107

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−112

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−116

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−117

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−120

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−121

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−124

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−126

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−131

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−143

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−148

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−161

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−162

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−165

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−169

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−175

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−187

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−193

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−216

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−222

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−225

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−242

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−245

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−248

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−249

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−250

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−008

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−009

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−010

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−012

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−013

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−014

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−015

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−021

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−022

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−025

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−029

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−030

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−031

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−039

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−040

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−045

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−047

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−053

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−062

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−063

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−069

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−073

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−074

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−076

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−083

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−088

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−092

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−096

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−098

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−100

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−105

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−106

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−108

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−109

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−110

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−111

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−113

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−115

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−118

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877



C00058

C00488
K01455

C00014

C00192

C06058

K10535

K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−119

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088
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in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−127

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
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Carbon fixation pathways
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metabolism
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Methane metabolism
Glyoxylate and

dicarboxylate metabolism
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metabolism
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Methane metabolism
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dicarboxylate metabolism
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Carbon fixation pathways
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metabolism
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Methane metabolism
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dicarboxylate metabolism
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Methane metabolism
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dicarboxylate metabolism
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MPI−151

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...
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K10534
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K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−152

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697
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C05361

C00533K15864
K00368

K00362...
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K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−153

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697
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C05361
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K00368

K00362...
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K10534
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K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−154

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877
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K10534
K00370...

K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−155

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...
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K00368...
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Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−159

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877
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K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−163

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877
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K05601...

K03385...
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K00368...
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K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−164

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014
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C00014C00697
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K00368

K00362...
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K00459

K05601...

K03385...
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K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−166

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088

C05361

C00533K15864
K00368

K00362...

K17877
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K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−167

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...
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K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−168

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088
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K00367

K00459

K05601...

K03385...
K17877K00366

K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−170

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697

C00088
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K00459

K05601...

K03385...
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K00368...

K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−173

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531
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K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−174

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014
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K00362...
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K02586...K00376K04561...

K10944...

Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−176

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...
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Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−177

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014

C00192

C00014C00697
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Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533

C00088

Cyanoamino acid
metabolism

C00244

Nitrogen metabolism
MPI−178

Methane metabolism
Glyoxylate and

dicarboxylate metabolism

K01501
C00726

C01417K01725C01563
C00288C00011 CA5B

K00926
C00169CPS1 Arginine biosynthesisK02575C00244

K02575

K15576...
C00088

GLULC00064 C00025
K00264...
K00264...
K00284

Alanine

K00260...
GLUD1K00262

C00244 C00088

K00367
K10534

K00372...

C00014

C00244 C00088

K00370...
K02567... K03385...

K00362...

K00366

C00244 C00088 C00697C00887C00533

C00697 C00014

C00014C00088

K00370...
K02567... K15864

K00368 K04561... K00376

K02586...
K00531

K10944...K10535C00244K00370...

C00014
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Carbon fixation pathways
in prokaryotes K15877 C00697C00887C00533
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metabolism

C00244
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Glyoxylate and

dicarboxylate metabolism

K01501
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