Amino sugar and nucleotide sugar all genes

maximum = 2

<logg S>

10010 Smax
0




Amino sugar and
nucleotide sug tabolis
/7|7 1669
4 ENB
004 1 14NAGKs0 GM3 04 P1 00 425 062 002 ASL0012
2l > L AT 2 00 L N 0
007RD128D60RB858 0035K0348T06LAPosin and KOL7OQLKIRALR624D —~ 369
N ¢ 2763qs —r—HedRRNOINRRAHALKIE3 Ol K1301E20895301 2035BA BIKABA B 74
Fructose and do23 R 7IAE Slyiysimthesis ka2ata0 DEnntlan!\lcan 5
mannose metabolis Gluconeogénesis [Tk g‘g% @gign.

Pentose and : -
gluquronate interc:onver(@oonzs5 A12446 : K13378}1809f ar

Pentose and

98 Oq181 :
Gp ; gluduronate interconversjons
(K030 1610057816101 16 1000761 S ROEB0THL
. 16190 0538K122260016F  [K 6160010116 16100121 6[EB30 TR 615
ol T dooospzrr il T Aokamaend N
6682GM 1001 Qo2 258 Paokamfion19
Plsr?ilglk' ti oo ‘ 0867 61181152 N
(Galactose metabolis§0098 GALK1 86& Kl 05 K0185@D373 N-Glycan biosynthesis

IucuronF;?Qticr):gr?(r)]r?ver(@oon%s K186/ 0403 0061 36 0071

g tarch an %8823: 1592 rbate and

001 3 se metabetists 0o Zp/darate gedase and
Fructose and ey t 002 P MM# 0063EMPPR0009EMDSRK 01228 58 se metabolism
mannose metabolis@)101 | K1 585
Glycolysis /oo - 02983FPGR(00328 STA3 [K1301@ 20635 952067
Gluconeogenesis #00668PGMI0010 0039 Starch and |K124 B8
croseTRetabelisL5861 73868732
K0097€00 @gg?azmm)m R
e N
K009780049 rch _

sucrose metabolism




AMmino sugar and
nucleotide sug tabolis
: 1
277701669 ENB
AT 48K02802.. NANS
004 1 14NAGKE O GM304 P1 (?O 425 062 002 AS(L0012
2l < MIPRERAT 2 006980481 N 0
007RD128D60RB858 0035K0348T06LAPosin and KOL7OQLKIRALR624D —~ 369
N ¢ 2763¢s —T—He .' IyRREFHAEER30 K1301£20895301 2035BA1 BIKABA P74
Fructose and do23 7 Slyiysimthesis ka2ata0 DEnntlan!\lcan 5
mannose metabolis Gluconeogénesis [Tk 6?{5% ré%ign.

Pentose and . -
gluquronate interc:onver(@oonzs5 A12446 : K13378[1809 a7

Pentose and

98 Oq181 ;
GP . gluduronate interconversjons
[Fio3ad 6657831 6190 16100 T S FEEE0ThL
. 16190 0538k 1222¢0016F  [K 6360010116 15100 101 6[K6630161 615
Gluigyﬁgééséielzsis O008D2777... (gD Id e En- ~
6682 GMIoq1 Qo2 258 Paokamfion19
Pllljrc])ilg/k. ti oo ‘ 0867 61181152 N
(Galactose metabolisg0098 GALK1 oY% KL 05 K0185€p373 N-Glycan biosynthesis
IucuronF;?Qti?:grggr?ver(@oon%s K1867 0403 0061 36 0071
g tarch an %8823: 1592 rbate and
Fructose and 001 3. se metaefisg 0g#p/darate yfsage and
. Q00 0027#PMM ¥ 0063EMPPRB0009BMD 01228 1585 se metabolism]
mannose metabolis@n101d K1
Glycolysis /oo - 02983FPG (00328 STA3 [K1301@ 20635 952067
Gluconeogenesis #00668PGMI0010 0039 Starch and |K124 B8
croseTRetabelisL5861 73868732
K0097€00 @ggémazomm)m R
- d N4
K009780049 rch _
sucrose metabolism




Amino sugar and
nucleotide sug tabolis
7X®277711669
TRy 48K02802K RS
004 1 14NAGKE0 P1 QO 425 062 002 A
2 AT 2 00 N
007BD128D60RB58 035K0348€0 sinand KO179Q1KOR4ER624D —~
Fructo;é] . ¢ 276y, —r—AediRARIARSAIAEER30l K130 152089301 208580l 8 KA@M D9 74
= SlYBdsInthesis kodag Peptidoglycan
mannose metabolis e 0554 Gluconeodgggesis K £ D-&-‘{gg ré%ignd.
o . K159Tl{&15 9T 04eqs T 2B BA220MCB 43004 18184302041
entose an . ‘
gluquronate interc:onver(g)oonzs5 s K13376/1809 a7
98 0q181 Pent_ose and
glugironate interconversjons
GP 1
g6 e o 1000161100 TH1 SIOEOTH
. 16190 0538124420016 K 616001016 15800 1R1 616E30 171615
Glycolysis /  ¢000BD2777_ (%D scQr and N
Gluconeogenesis |
6682 GMlpQ( Q02 ’ 45010219
pIPOlyKSl . 08675P611€11521 \__/
L : unit esis :
Galactose metabolis§0098%—~GALKL 004k 2% AH05P  [KOTB5ED373B |Gy can biosynthesks
IucuronF;?Qticr):grggr?ver(g)oon?’ss Sl o e gt 36 0071
g tarch an %8823: 1592 rbate and
e tose ang 4001 3 se metabetist 0o z6 darate yrdase ark])dl
N MPP se metabolisn
mannose metabolis 0?019 K1 002___ MM#006 009 0122§1585
Glycolysis/ 3 029 [K1301@ 2006357 952067
Gluconeogenesis GM 1 Starch and [K124 8
o0 010 s Cro eta 5861735868732
K0097€00 0 Q4RAP4 R 4]
aad” A4
K009780049 rch ase”
sucrose metabolism




Amino sugar and
nucleotide sug tabolis
. 0 1
4t 277761669 -
aiT 02802K TS
004 1 14{NAGHKEO GM3{045€JAP1]-€00 425 062 002 HIZMASE0012
2l >~ < MIRERIAT 2 006986481 N 0
007BP128D60RB5S 0035K0348T06LAPosin and KOL7ZOQLKIRALR624D —~ 369
Fructo;;] . q 2763y —r—RedRANRINERSAIAHER3 K13016208953808 Z0BEB A BIKABA B0 74
= SlYBdsInthesis kodag Peptidoglycan
mannose metaboliso >~ 0554 Gluconeodgggesis K . DGl g;and

Pentose and @025 19446 ‘ ‘ K1337G1.809Y 47

gluguronate interconver§yons
98 Oq181 Pent.ose and
gluguronate interconversjons
GP 1
0233 T\ N VRN
Glycolysis | oL 1267175;0 05381244 (%6 C 14 +6165/801 616500 6163400%13301?&615
Gluconeogenesis i
d 664PCMIod Qo2 93 D Taomarto219
pIPOlyKSl . 08675P611€11521 \__/
Galact tabolis0098%—~-GALK I B e r0sp  [K0185@P373 - -
pElEIEDEE M ' K1l N-Glycan biosynthesis

| me.o‘:'e and @033 K1867 0403 0061 36081L0071
gludquronate interconversjons archan 1004651592 e and
Fructose and 001 3., se metahelisRiG 0gzpdarate Cibiiig art])d|-
MPP se metabolisnj
annose metabons\ogow £ 5,002 BEMME 006 009BMDS¢0122% 1585
Glycolysis/ S 050 = 02983FPGH00325 STA3 [K1301@; 2006387932067
Gluconeogenesis #00668PGMI0010 0039 Starch and |K124 B8
cro eta 588173858732
K0097800 0 Q4R9p4 R 4]

rch are” |~
sucrose metabolism

K009780049




AmIno sugar and
nucleotide sug tabolis
277741669
48K02802."

004 AGKE0 GM3{045@JAP1 €00 425 062 002 AS(0012

2 AT 2 K00 0
007BP128D60RB5S 0035K0343C0 sinand KQ17QQ1KOR4¢0624D —~ 369

Fructos\eém p 27Bd 11 reuiy%ggnﬁﬁggﬂwmig, P13 ngnnﬁzm?ﬁ%\gn RS 74
mannose metabolis o 0552 Gluconeogeénesis T ﬁo = D-&-‘{g@“ §i”?gnd.

Pentose and r(g)ozs 19446 ‘ ‘ K1337G1.809Y 47

gluguronate interconver§yons
98 0q181 Pent_ose and
glugironate interconversjons
GP 1
0233 T\ N VRN
G 16190 0538%1244%0016 (136014 16607801 6 1600 6163400%&01?&615
Gluconeogenesis S Ida bol;
668PGMIg0g1 Q02 4510219
piPolyletie St 08675P611€11521 \__/
Galactose metabolis#0098%—GALK1J—L. &8 KI2APH0SP  [KOTB5ED373E \_c)ycan biosynthesks
IucuronF;?Qticr):grggr?ver(g)oon?’ss KC 57 0403 0061 36248(,0071
g tarch an %8823: 1592 rbate and
Fileem eiys] 00 3 se metabaiist 00zp/darate mﬁfggﬁé%e ark])dl
q MPP se metabolisn]
mannose metabolis 0?019 K1 002___ MM, 006 009 1585
Glycolysis/ S 050 = 02983FPGR00325 STA3 [K1301@ 206357 9IBR067
Gluconeogenesis #00668PGM10010 0039 Starch and |K124 B8
Ccro eta 5867173 &EB732
K0097800 0 Q4R9p4 R 4]

rch are” |~
sucrose metabolism

K009780049




