
−2.52

−0.84

0.84

2.53
transcriptional repressor activity, RNA polymerase II proximal promoter sequence−specific DNA binding

G
S

Z
mBL
intermediate
non−mBL

CUX2HHEXHHEXTGIF1INSM1ZFHX3BCL11ABCL11ABCL11AZBTB20ZBTB20FOXO1TCFL5NR2F1ZFPM2ZNF668ZBTB7ATFAP2CETS2ETS2SPI1HSF1HSF1MZF1MZF1MZF1TCF3NFX1LRRFIP1NFATC4E2F8ZBTB14GCFC2ZNF239TCF3TCF3TCF3TCF3BHLHE41ATF3BATF3ASCL1ASCL1SNAI2HES1HES1PRDM1PRRX1TSHZ2NFE2L3NACC2KLF8NFX1SKILGFI1GATA3NFIL3ASCL1BHLHE40BHLHE40BTG2MAX

−2.3 3.2∆ e



−6

−4

−2

0

2

4

6

transcriptional repressor activity, RNA polymerase II proximal promoter sequence−specific DNA binding
G

S
Z

on
−
off

# features = 176

1

3



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

transcriptional repressor activity, RNA polymerase II proximal promoter sequence−specific DNA binding
G

S
Z


