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IGFBP2HBEGFHBEGFKLRK1GNG7MAPRE2GPR18RASGRP2RASGRP2RASGRP2SIT1IL4RCD72ARHGAP17SPNSPNRIN3MAPKAPK3PLCB2IRS2IRS2CD69FZD6S1PR1IQGAP2ARHGAP5ARHGAP24P2RY10HHEXHHEXDGKACXCR4CXCR4OPN3S1PR4PRKCBCBLBSORL1SORL1IRS1GPER1GPER1GNAZPTCH1PLCB1CD38TNFSF8RASAL1FZD3CHKACHKANTF3MAP3K7SMAD1ZNF516CRHBPMAPK12CABP5KLRC2KLRC3RASSF1PRKAB1CANT1LRP8AKAP9PGFMAP2K7ADGRA3IGF1RIGF1RNRGNANK1ANK1ANK1ANK1ANK1ANK1CDC42BPBBCRBCRPDE4APDE4AFGF9SALL2SNX27ERAP1ATF6FEZ2TGFBRAP1PPP1R12APKN2STK4PIK3R1CHRNB1TMED1EPORPAK4MAP2K3HBS1LSMAD5SMAD5CCL11NR2F6CELSR1SH2B2NR4A1TNK2CXCR5CXCR5APBB1IPRAPGEF1NFKB2AKT2AKT2TRAF4STAT6INPP5DMYO9BPIK3CDPIP5K1APIP5K1APXNARHGAP1MYO10KITNR3C2F2RL1PTK7GNA11SPOCK1ADCY9ARHGAP6ADORA2BGNG11ADGRB2CNR1CNR1NMBCELSR3CELSR3GLRA2FSTSFNPKP1PEX11AACVR1BWISP2ARTNSTX2CD34PENKIL18RAPFLNBPXNPDE8BPLCG1GRK5GRK5PPP2R5CTLE3TLE3IMPA2NDRG2CLDN4GPRC5ACEACAM6GRB7CSNK2A1CSNK1G2MTA1GRK2RANGAP1LILRA2LILRA2CCR9SIGIRRSIGIRRPITPNC1TIAM1TIAM1MOKGUCA1AGUCA1ATNFSF4ESR2ESR2ESR2ERAP1CAMK4INPP5BVPS26CMAPK14RAP2AGNB5PDCLNR3C1LNPEPIL5RAPPP3CBNET1NET1LRRC1MAP2K6SLC39A4MAP2K5MAP2K5SAV1PLCL2PLCL2TGGNB3RANBP1ARHGAP19STMN1TRAIPARHGAP11ADEPDC1ARHGAP44PNOCFERALCAMALCAMMPZL1MAPK14MAPK14GNA13GTF2ITXNIPTXNIPABRPTK2BPTK2BCD83HLA−DOBLTBGNALGNALGNALNPY1RSOX9SOX9PTK2PTK2ITPKBMFHAS1CNR1TNFRSF17MX1TLR7SMAD1TNFRSF21TNFRSF21AKAP12METMETMETCXCL8CXCL8GREM1GREM1CXCL1CXCL5CXCL5PRKCZMAP2K6NFAT5SFNSFNAMFRAMFRTLE1TLE1TLE1FCGR2BCCL8CCL2CCL13CCL18CCL18AXLMRC1ADRA2CPTGER3CD70TNFSF9ERAP2IL18R1P2RY14ULK2STK3ITPR2ITPR2SP110PDE4BLIMD1SOS1ATMSKAP2SKAP2PTGDRP2RX5CNTNAP1SH3BP5SH3BP5CNR2BCL11ABCL11APLCD1IL2RBGPR183DGKGLILRA3ADGRE1LILRA2LILRA2CD300ACD300AADMHCAR3IL1BIL1BPLXNC1PLXNC1STAT1STAT1STAT1CMKLR1TLR4STAT2HLA−DOAFASFASFASFASLILRB1LILRB1CSF1RFPR1TLR2TNFSF13TNFSF13TNFSF13TNFSF13IL15RACASP1CASP1CASP1STAT5AP2RY13PLXNA1MAP3K8BCAR3JAK2JAK2ARHGAP25ARHGAP25OPTNOPTNSTAT3STAT3ZYXZYXPRKCHITKGATA3TRAT1PRKCHBCL11BCCL4GPR171CX3CR1CSF3RPILRACCR1CD33FPR2FPR2ADGRE2PTGER2TLR8FCER1GPILRASECTM1LILRB2LILRB2PTGER4GNA15RALGDSPDE4DSRCXCL2XCL2CXCL11CXCL9CXCL10CXCR6CXCR6CCR5STAT1RGS1RGS1ELK3ELK3IRAK3C5AR1FPR3PLAUPLAUTNFRSF11BTNFRSF11BGJA1LPAR1PLCL1CLIC2GPNMBRASSF4RASSF4ANXA4ANXA4TSPOS100A6LY75SDC4CSF2RBP2RX4TNFSF10TNFSF10RGL1PLXNC1LRP12ANXA1GNAQRRASPLXND1SPHK1LGALS3BPIL1R1RIN2IL7RECM1TNFAIP6TNFAIP6PLAURPLAURVDRVDRCOL15A1APLNRDLC1EDNRAADGRF5ADGRF5EPS8GAS6GAS6NR2F2C3IGF1IGF1IGF1CAMK1GNASLPAR2LPAR2TRAF1CD80RASGRP1GRK3ARAP2MYO9ARAPGEF6CHRNA1MADCAM1JUPCREMCREMIGFBP5ACKR3SPOCK2SPOCK2SH2D2APDE3BPDE3BIL6STIL6STFYB1FYB1CD4FYB1CXCR3CXCR3PTGER4RIN3RIN3GNG4DOK2FASLGFASLGIL15STAT4APOL3ADGRE5CCRL2CCR2CCR2ACKR1CXCL12CXCL12RPS6KA2CAPN3CAPN3BABAM2GPRC5BVAC14RGS12TNFRSF10BPSTPIP1RALGDSMICAL1F2RPLXNB2PDGFRBADGRA2PTPRKGEMGNG12SPARCCCL20NTSTHBDNR2F1EDNRBEDNRBEDNRBGNAI1ARHGAP29ADGRL2ADGRG6FGAFGBFGGCXCL6PPARGPDE2ALYVE1LYVE1ATF6MAPKAPK3ARRB2SH3BP2IGF2RINPP4APLXNA3CLOCKSH3BP1LRCH4GABBR1LTB4RLTB4RVAV2VAV2CDC42EP3CDC42EP3CDC42EP3AKT1TRAF3TRAF3GNA12LSP1ITGALPRKACBSRIGPR65WISP1CALCRLCALCRLEPAS1MPZL1CGARIPK1RALBGNAQLPAR1CD164IL6STIL6STGCGREBPRASA3PRKAB1TGFBR1PRR5−ARHGAP8PRR5−ARHGAP8TENM1NRXN1ESR1DLG5NCK2SMPD1FZD7FZD7CD302FAM13ALPAR6FGF13MR1TANKINPP1ANK2NEDD9NEDD9TRADDDOK1ATP2C1ATP2C1KIF13BCD226TNFRSF25TNFRSF25BST1CMKLR1INPP4BADGRG1LGR4FZD5SH3GL1PLXNA2HIVEP3CLTCL1SRGAP2LEPCAMK2BCAMK2BCTNND2CTNND2ANPEPNECTIN2FZD1FZD1BDKRB2AKT3KIFAP3RCAN1SSTR2PTGIRGPR153GPR153PTAFRPTAFRITPR1ITPR1ITPR1ANK3EGFREGFRCSNK1ESH2B1SPNLHBCHRFAM7APTGESPLCH2KIR3DL1EPORPIP5K1APOMCTBXA2RLTB4RRRADKRT17KRT17TNFRSF8CCR4IGFBP4MDKCALCOCO1DLG4NR4A2NR4A2NR4A2RAPGEF2RAPGEF2CHL1PDE9ASLAMF1RRAS2RRAS2RRAS2CXCL14CR2CHN1ADGRG2ADRA2AHTR3AHTR3ACHN2CHN2CHN2CCR7RASGRF1CCL22CCR10
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