
−4.16

−1.14

1.89

4.92
sequence−specific DNA binding

G
S

Z
mBL
intermediate
non−mBL

HOXA10HOXA10TP63TP63ASCL1ASCL1STAT1STAT1STAT1STAT1NR2F2JUNJUNJUNEGR1EGR1NR4A1NR4A2NR4A2NR4A2FOSBKLF4KLF4KLF2HHEXHHEXEGR3NR4A3NR1H3CEBPAEVX1ASCL1ESR1IRF1TBX21USF2TCF7TCF7ARID5ARORARORATCF7L2TCF7L2TCF7L2TCF7L2MAFGATA3BCL11BPPARDTRPS1PBX2ETV6NR1D2ATF6MSX1PAX6OSR2NR3C2ESRRGPBX3ETS2ETS2ETV1LHX6PPARGHLXHDAC4CSRNP2MEOX2NR2F1MEIS1PBX1TP53BP1HIVEP3ZNF131SNAPC4ZNF224FOXN3HSF4TP63SMAD3SMAD3ATF6ZFHX3POU5F1POU5F1FOXD1IRF5GATAD1GATAD1STAT6SPI1HOXC6HOXA5POU2F2SPDEFCLOCKPOU2F2ELF4STAT3STAT3MAFFRXRARXRAMEOX1ZEB2MEF2AELK3ELK3HOXB2EPAS1PRRX1PRDM1SREBF1CALCOCO1TP73HES1HES1POU3F1POU3F1NKX3−1SIX1MNX1HNF1BFOXC1BCL2BCL2BCL2JUNDJUNDSPIBATF5ATF5HOXB7HOXB7ETV5ETV5ETV5IRF5HOXA1ARNTLARNTLHLFHLFHLFBATFIRF4IRF4MMP12CUX2LEF1LEF1PITX1PITX1SMAD1HMBOX1NSD2IKZF3MAXRXRBHNRNPUFOXJ3FLI1ETS1SMAD3NR2F6HEY2MEIS2SATB2TEAD4TEAD4SAFB2REREREREE2F2ZBTB18SRFERFHSF1MTA1HSF1NKX2−1NR3C1ELK4SALL2LEF1SIX2ZNF76POU4F1POU4F1E2F1FOXM1NSD2NSD2TFCP2L1TRIM24NRLBPTFELF1POU2F1CUX1CUX1ZNF516POLRMTMYCSMAD1LHX2FOXO1ZNF711VDRVDRIRF6SNAI2HOXA7HOXA9HOXA9SOX9SOX9FOXG1ESR2ESR2ESR2MEF2CMEF2CMEF2CBCL6BCL6FOXG1FOS

−3.5 3.2∆ e



−6

−4

−2

0

2

4

6

sequence−specific DNA binding
G

S
Z

on
−
off

# features = 733

1

42



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

sequence−specific DNA binding
G

S
Z


