4.93

1.9

GSZ

-1.13

-4.17

SRC
PDE4D
TREM1

NOS3
NCK2
CAvV2
GJAl
KIF1B
LRP4
DLG4
IKBKB
IKBKB
ITPR2
ITPR2
CASPS8
CRK
MDM2
MAP3K7
MDM2
MDM2
KCNH2
KCNH2
MAP2K?2
NLGN4X
KRT18
DSP
KRTS
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