
−3.32

−1.09

1.14

3.37
protein tyrosine kinase activity

G
S

Z
mBL
intermediate
non−mBL

INSR
HBEGF
HBEGF
EPHB1
EPHB1

MET
MET
MET
AXL

PDGFRA
EPHA4

FES
CSF1R

HCK
FGR

CSF2RA
CSF2RA
CSF2RB
CSF2RA
CSF2RA

SRC
PTK2
PTK2

STAT5A
ITK

FYN
FYN

YES1
YES1
RYK

MERTK
MERTK

JAK3
JAK2
JAK2
BCR
BCR

DDR1
DDR1
DDR1
DDR1

FGFR1
CAMKK2

WEE1
TNK2
CUX1
CUX1

FGFR3
TESK2
EGFR
EGFR
FLT3

PDGFRB
IL3RA

MAP2K6
FRK
KIT

EPHA3
FER

IGF1R
IGF1R

ZMYM2
FGFR1

MAP2K7
DYRK2
DYRK2
DYRK2

SYK
IL5RA

MAP2K5
MAP2K5

TESK1
FGF9

DYRK3
FGFR1OP

CNTRL
NEK1

TRIM24
MAP2K3

LCK
LCK

PTK2B
PTK2B

BLK
MAP2K2

ZAP70
MAP2K6

TTN

−2.4 2.4∆ e



−6

−4

−2

0

2

4

6

protein tyrosine kinase activity
G

S
Z

on
−
off

# features = 283

1

13



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

protein tyrosine kinase activity
G

S
Z


