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METEPHB1MAP2K6MAPKAPK2MARK1STK3HCKPLK3MAP3K14PIM2PIM1MAP3K8CSF1RFYB1FYB1FYB1RIPK1MERTKMERTKJAK2JAK2BMPR2BMPR2SGK1IRAK3IRAK3STK17AAKT3GRK3AURKCMAPK11PAK6PHKA1WNT11PAK1EPHB1ULK2FESCAMK1PDGFRAMYLKAXLGAS6GAS6YES1YES1RPS6KA2CDK18CDC42BPBCCND1CCND1EGFREGFRPDK4GUCY2CSGK3ACVR1BMAP4K3EPHA3FGFR2NUAK1PLK2KITPINK1PINK1DCLK1AAK1APPACVR1EPHA4SIK1BIGFBP3IGFBP3METMETMETMAST4MAST4TESK2CAMK2BCAMK2BCAMK2BMAP2K6FRKCASKNTRK2CSNK1EERN2FGFR3NTRK3NTRK3FGFR1FGFR1IKBKEIKBKEFYNFYNPRKCQITKPRKCHPRKCHSRCPASKPASKPASKFERTRIOTRIOTRIOTRIOBMP2KTNIKTNIKTNIKMAPKAPK3MAPKAPK3CCL8CCL2HIPK2APPPRKAG2MAP3K5MAP3K5WNT5AWNT5ASMAD1INSRPRKCZFGRRPS6KA5BIRC5BIRC5MAPK12CDC7CHEK2CDK20MAP3K7DYRK3NEK2NEK2PLK1PBKPLK4PLK4CDC42CDC42CSNK1G2ILF3GRK2DAPK3DYRK1BHSF1MARK2LIPEMAP2K5MAP2K5IKBKBMAPK14CDK19TRIB3EIF2AK1HUS1TBRG4CAMK4PRKCIPRKCIMOKPRKCAWNK1WNK1MAP2K7TAOK1ALPK1FGFR1HIPK1PKN2IGF1RIGF1RPRKAB1TESK1LRRK1MNAT1PRKCAPRKCAMAST2MAST2LIPEPPP3CBDDR1DDR1DDR1DDR1BCRBCRROR1NUAK2SMAD1ROR1PELI2NEK3NEK3SIK3SIK3HIPK2RYKRYKCCL11CDK11AMAPKAPK2MAPKAPK2ULK1MARK4MARK2ATMPIK3CDIKBKBCDK11AJAK3EPHA2MAPK11MAST3MAP2K3TRIB1STK38LPDGFRBTAOK2SQSTM1CDC42BPACDC42BPABMP2PTK7FLT3CDK19PRKCBBTKSYKAKT1TNK2PRKAR1BPRKAR1BHSF1CDK5SRPK2ERCC2BMPR1ABMPR1APDK2LIMK2ACVR2APAK4SIK2CLK2ACVR2BMAP3K4TRPM6PIK3CGPIK3CGPTK2BPTK2BCDK14CDK14STK17BSTK17BPRKACBWEE1LCKLCKMAPK13MAPK13TGFBR2PTPRAMAP4K5PLK4MAP3K1SRPK2TGFBR1NEK9ROCK2CDK17HIPK3RIOK3SCYL2ADAM10MAP3K2PDK1PRKAB1CAMKK2MAP2K2AKT2AKT2GRK5GRK5ROCK2MAP4K4DYRK2DYRK2DYRK2PRKXCCNT2TRIM24PPM1DCPNE3NLKSMG1CSNK2A1AKAP13STK4PIK3R1ACVR1BSMAD5SMAD5NEK1RSRC1TRIB2TRIB2PTK2PTK2TLK1TLK1CDK2BUB1HIPK3MAPK14MAPK14ZAP70BLKTTN
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