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B4GALT6B4GALT6MAN1A1MAN1A1ST6GAL1GALNT2ST8SIA4B3GALNT1B3GALNT1GALNT14LARGE1GALNT12GCNT1
ST3GAL6ST3GAL6GOLGA2GOLGA2ALG3STT3AMGAT2ST6GALNAC4ST6GALNAC4B3GAT1B3GAT3ST3GAL2B4GALT1B4GALT1B4GALT1FUT8B4GALT4ST8SIA1MAN1C1MGAT4ATUSC3TUSC3MGAT5A4GALTFUT2ENTPD5MAN1A2TRIP11NPC1FKRPST3GAL2GCNT2GALNT10B3GNT2EDEM3GALNT4UGGT2MPIB4GALT2POGLUT1GOLGA2MAGT1ALG12B4GALT7FUT7ST3GAL5B3GALT4MAN2A2FUT4FUT4GALNT6ST3GAL1GALNT11GALNT3MGAT3FUT7
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