positive regulation of positive chemotaxis
4.51

mBL
intermediate
207 non—-mBL
-2.79 - ‘

GSZ

N

-1.2 Ae 2

SMAD3

VEGFA ‘

(RTINCATOCR CONCC | L '”" ‘
Iw Nl

S1PR1 ‘ I ‘
F2RL1 I ‘

VEGFA ‘ ‘







GSZ

positive regulation of positive chemotaxis

mBL

intermediate

non—-mBL




