
−3.54

−1.21

1.12

3.45
positive regulation of catalytic activity

G
S

Z
mBL
intermediate
non−mBL

CXCL1
GM2A
GM2A
GM2A

PIK3CG
PIK3CG
APOC1
APOC1
MGST2
PSEN2
CYB5B
BCAS3
NR4A2
NR4A2
NR4A2

IGF2
CAV1
CAV1

SLC37A4
DCP1A
SFTPB
SFTPB

NCF2
CFLAR
CFLAR
CFLAR
CFLAR
CFLAR
CFLAR
CFLAR
CFLAR
CFLAR

BCL2
BCL2
BCL2

−2.3 3.1∆ e



−6

−4

−2

0

2

4

6

positive regulation of catalytic activity
G

S
Z

on
−
off

# features = 133

1

7



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

positive regulation of catalytic activity
G

S
Z


