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DDX3YDDX3YPRKAR2BTUBB2BTUBB2ATUBB2AHELLSDDX17DDX17DDX17KIF5CPRKCAPRKCAPRKCAAACSPRKCIPRKCIMAB21L1ATP10DPTK2PTK2ITPKBPDK3PDK3ACACANADSYN1BLKRHOBTB2LIG1DDX11NVLSEPHS1EPRSNOLC1KIF22MCM4DHX9DHX9EIF2S3BMAP2K2UBA6SRPRAATP13A3DDX3XHIPK3HIPK3APAF1CDK2RFC5BRIP1MSH6WEE1BUB1SEPT11GNA13MAPK14MAPK14RNGTTRNGTTRNGTTQRSL1QRSL1ATP8A1PIK3CGPIK3CGMAP2K6MAPKAPK2RAB15RAB15CKBTUBB6MOKDHRS11UCK2ERCC2SLC27A5TLK1TLK1TTNGNAZIGF1RIGF1RDYNC1LI2HIPK1PKN2ATRXNEK1CHKBMARSEIF4A1WNK1WNK1MAP2K7TAOK1ATP8B1FGFR1LONP2LONP2TTLL3PKMSEPT2PKMMYO1CZAP70SMARCA1SMARCA1SMARCA1MYH10MYH10PIP5K1BMYH11MYH11MYH11MAPK13MAPK13MYO1ELRRK1PTK2BPTK2BLCKLCKCDK14CDK14DGKDATP8A1ABCB4ABCB4AKAP7CRY1YES1YES1INSRTESK1AK1ATP13A2HSPA4SMG1STK4DDX24CHD4HBS1LREV3LPOLR2DMCM9DYRK3LIG4ROR1CDK20MAP3K7DDX28ABCF2GATBSPATA5L1GARTSARS2TWNKCTPS1PFASMAPK12PTGES3L−AARSD1NKIRAS2GSSFARSADXODXODXOARL15RAB3BGTPBP3ATL2ACACBRFKBBS10DDX43PRKCBATP9BACTR8NUBPLFARS2IFT27GMPPBTTLL4ATRLIG3KIF5CBLKRNGTTHIST1H1EACVR2BHKDC1MAP2K3GNAI3SRRNME7PAK4SIK2KIF13BHLTFTRPM6MAP3K4ICKRAD51DACACAERCC6LGPSM2GPSM2CENPEKIF20BKIF23DNA2PLK4PLK4RAD54LCHEK2POLQCDC7TOP2AKIF15KIFC1POLA1MKI67MKI67DTYMKORC1NEK2NEK2ATAD2CDC6CDC6PLK1UBE2CPBKKIF22RAD51SEPT6SEPT6MSH5LTB4RLTB4RCLK2DDX52DDX39BRABL6CDC42CDC42CHKACHKARPS6KA5DYRK2DYRK2DYRK2ATP2B1PRKXUBE2L3GTPBP4ACTR3BCHD3SMARCA4SMARCA4SMARCA4SMARCA4SMARCA4COQ8AFHITBCRBCRFLT3CDK19TESK2MAST3MAP3K9DHX35UBE2OSPG7TNK2CSNK1G2CHD3PRKAR2ARABL3OPA1OPA1PDXKCERKABCB1ACVR1BMAP4K3MYO10KITERBB3FGFR3ABCA8NTRK2ACTC1MYH2ACTA1CKMABCB9ABCB9RAB36ERBB4AKAP7CRY2HK2CHD7CPS1ERN2RBKSRBKSNUAK2SMC1AUBE2J1CKMT1BPCK1RAB40BROR1DDR1DDR1DDR1DDR1NME4CDC42BPBGRK5GRK5FGRPDGFRACYR61CYR61TRPM4NLRP2RAB25ACTG2METMETMETRRAS2RRAS2RRAS2STK3EPHA4MAP3K8ENTPD1ENTPD1ENTPD1HCKRAB29RAB29RAB33AEHD3DGKGRHOBTB3RHOBTB3RHOBTB3MYO1DSEPT8SEPT8PAK6PIM2PIM1GLULSMARCA2SMARCA2FESULK2ULK2EPHB1MYO7AMYO7APRKCZABCA6RYR1ATP9AFYNFYNFYNPRKCHITKPRKCQGIMAP5GIMAP5GIMAP4GIMAP6AXLALDH1A1CSF1RHK3JAK2JAK2RAB27ARAB27ARAB27ARAB27AWARSGBP2GBP1GBP1ABCG1GKACVR1TAP1IFIH1DDX58DDX60MYO1FPRKCHARL4CARL4CARL4CRRAGDRRAGDGNA15RAB31RAB31RAB31ACSL1ACSL1MAPKAPK3NOD2TNIKTNIKTNIKGRK3RFC5RND3GNAQRRASRAB32DPYDRAB20PINK1PINK1ABCC3DCLK1DDR2DNM1IRAK3IRAK3SGK1PFKFB3TAP2SRCAK4TRIOTRIOTRIOTRIOOAS1OAS1MX1OAS2OAS3HIPK2HIPK2HSPA6HSPA1AHSPA1BFGFR1FGFR1EHD2ATP10BPOPDC3MAPK11RHOCRHOBTUBA4BPRKAG2IDH3GLTB4RNTRK3NTRK3KIF3CRTEL1GNAO1INSRRAB40BKIF1CSPHK1PDGFRBNT5EGEMSEPT10CDC42BPACDC42BPAAKT3AKT3ADCY6MATKATP2B4RRADASS1GNASMAST4MAST4CAMK2BCAMK2BCAMK2BCAMK2BKCNJ1RIPK2ARL14STK17ARHOFGNA12NAV2EGFREGFRTPK1UBA7MAP3K5MAP3K5PLK3MAP3K14NME3NLRP1NLRP1NLRP1NLRP1CSNK1ESRPK2SLC27A3PCCADHX32GPHNMYO7AMYO7ACDK11AULK1MARK4MAPKAPK2MAPKAPK2RPS6KA4TAOK2MAPK11ABCA7AAK1ABCC10RECQL5RECQL5RECQL5PAK1EPHB1HSPA4LABCA5MAP2K6FRKABCG5NEK3NEK3KIF1BACSF2PCK2TUBB4AGSPT2CAMK4ACVR1BUBE2D1SGK3AURKCDMC1DMC1CLPBUBE2D4ARF5CDK5MAST2MAST2RND1GSK3BKIF3AGNL3LCDK16METOPLAHSTK38LHHATNLKATP2C1ATP2C1BMPR1ABMPR1APDK2LIMK2LIMK1PIP4K2AACVR2APRKCETOR4AABCA3EPHA2ABCC3HSPA2ADCY9GNA11GNA11GNAI1PLK2MYO1BMYO1BEPHA3FGFR2NUAK1RAB6BCHFRMST1RRAB6BABCC4PRKACBPRKACBSTK17BSTK17BMYLKRPS6KA2CDK18PAPSS2PAPSS2PAPSS2GNALGNALGNALBMP2KSPAG1MYO9AKIF16BROCK2MAP4K4FERKIF21BCLCN4CLCN4CLCN4CLCN4ATP11ASEPT9AKT2AKT2VARSATP2A3ATP2A3DGKAPIP4K2BNEK9PIK3CDIKBKBNADKCDK11AMAP3K1PIP5K1APIP5K1ARAP2AHNRNPUGRK2DAPK3TGFBR1RAB6ACDK17HSPA4SPASTPAPOLAROCK2SRPK2CIITAATP6V1AMFN2MAP3K2RIOK3CDK19PDK1CAMKK2ARF3UBE2HUBE2HHSPA13HSP90B1RAB30BMPR2BMPR2TAP2PIP5K1AATMDDX51THRAP3SETXCASKMX2MYO5CJAK3JAK3MARK2DYRK1BMARK2RAB11BMYO9BMERTKMERTKRIPK1RALBGNAQDHRS3SLC27A2SLC27A2MAPKAPK3TGFBR2PYGLPDK4PDE2AGUCY2CAKT1ATP9BRAD50CSNK2A1GATCDHX34MAPK14GARTMAT2APLK4SAR1ALIG3VWA8PRKCIGUF1AK2RAB28CCT6BPEX1PEX1IKBKBMAPK9CLCN3TRIM23TRIM23EIF2AK1MAP2K5MAP2K5BTKSYKMYH13UBE2MCDK9TOR1APDK2MVKPRKAR1BPRKAR1BMVDPEX6MARK1PASKPASKPASKCIITAKIF26BCTPS2IKBKEIKBKEEEF1A2MYO6MYO6MYO6CAMK1PIK3C2B
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