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CTGFCXCL1CXCL8CXCL8PRKAR2BDEF8RAPGEF5ASB13INSRAPBB2APBB2APBB2APBB2PLCB1PRKCIPRKCIDEPTORPRKCAPRKCARASAL1DNMBPPLCL2PLCL2MOKLRRK1SH2B2SMPD2CHN2CHN2CHN2RASGRF1SOCS1DGKGTMPRSS6MARK1RASGRP3LAT2CD80PLEKPLEKSGK1SOCS1PLCD1ARHGEF3NOD2HMOX1JAK2JAK2PLA2G4CPLCL1FYB1NUDT4JAK3VAV2VAV2CAMK1AKAP7SIK1BTREM1DUSP1DUSP1CHN1FYNPRKCQITKSIRPGPRKCHFYB1FYB1PRKCHLCP2LCP2AKT1CDC42BPBPSEN2MAP4K3SGK3PLCB2TESK1SRCRPS6KA2EGFREGFRRASGRP1TNIKTNIKRAPGEF2RAPGEF2SOCS3SOCS2SOCS2FERWSB1WSB1LEPWNK1WNK1S100A1SH2B1TGFBR3SRPK2LAX1DLG5CDC42BPAPINK1PINK1PDGFRBSPHK1AKT3CISHPRKAG2ADCY6EDN1CD209ITSN1LIMK2MAST4STYXL1NET1TRAF3IP2ADCY9NUAK1ROCK2SIK2CAMK2BMYO9AMAST2MAST2DEPDC5RGS7STK17AGNA12ARHGEF5CORO2AASB6DCLK1PLEKHM1TESK2STK38LKITPPP1R17STK3IGFBP5BLKRASGRP2RASGRP2RASGRP2VAV3VAV3SH3BP5SH3BP5PRKCZZAP70ABRDDX3XGNA13MAPK14MAPK14RAB40BRPS6KA5TIAM1BCRBCRPLCH2NUAK2RASSF1INPP5DSYKBLNKPRKCBDGKAMARK2ARHGEF2AKAP13FKBP8AKT2AKT2PLCG1STK4PKN2GNB1LSTMN1DEPDC1NLKSTK17BSTK17BRASA3TGFBR1SS18ITGB1BP1CAMK4TLK1TLK1NFATC1NFATC1NFATC1NFATC1
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