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TCL1ATCL1ABCAT1BCAT1TP53TP53TRA2BAPAF1EPRSSKP2SKP2BCL6BCL6PIK3CGPIK3CGGLULCD84CD84CD84CASP8RB1ETS1IKZF3STAT2BCL2L1BCL2L1NAB2EZREZRSHMT1ACACASMAD1SDC1SDC1PAFAH1B3SEPHS1LZTFL1KCNH2KCNH2SMAD1MAD1L1ACYP2PYCR1TERTMDM2MDM2HIP1RMDM2MAP3K7NUFIP1TARDBPRAB11FIP2PCM1HOMER3HOMER3AOX1SIAH1SAV1HIP1RHIP1RSMAD3CD38LCKLCKMAPRE2TTNPKMHMBOX1ASMTASMTACPPCTHCTHKCNK1KCNK1CASP2CASP2CASP2ATF6STK4CSNK2A1SF1IGF1RIGF1RCPT1AVWFSAFB2SHARPINALCAMALCAMKHDRBS3CEP70MNS1CRYBB2ACACAWRAP53DGCR8KEAP1SHMT2CHEK2BRCA2BRCA2OIP5PLK1MCM10PLK4PLK4BIRC5BIRC5XRCC4XRCC4RAD54BE2F8CBX5GPSM2GPSM2ZP3ZP3PTPRGAPPAPPCD6RIPK1PRNPARRB2IGF2RDCTDAQP1CD28CD28CD28LDLRLDLRAKT1DNMT3AZNF783PTX3ULK1CIDEBSUB1MPSTMID1IP1SMAD3SMAD3PLK4PTPRAMAT2AGLE1PCM1CBLL1IKBKBIKBKBCREBZFKMT2AENGPTPRJGRB7MVKDAPK3FUSEIF4G1SH3GLB2HSF1HNRNPUCDC42CDC42HSF1TNK2CLCALS2CLTPCN1APLP2APLP2MTSS1MTSS1MTSS1HCFC1FKBP8FKBP8STAT6RELBTRAF4GSTA4PON2PON2TPD52L1AMOTL2HSPB8FHL2FBLN1FBLN1FBLN1PLNSH3BP4FBN1PKD2TPM1TPM1TPM1HTRA1FBN1INHBAEMILIN1TDO2ANGPTL4VEGFAVEGFAVEGFANECTIN2NQO1SOD2SDC2SDC2MMP9ROBO1ANXA4ANXA4USP2CTNNA2EGFREGFRPPFIBP2DPP4DPP4HOOK1TCF4TCF4TCF4TCF4TCF4SYT1AHI1ZBTB16CLDN5GIPC1CLDN9PKD2L1APOBEC3FPSMD4GP1BBSQSTM1S100A1EPORSOX10IRF5METTP73ALDH4A1APOA1APOA1BBOX1L3MBTL1FAM118APTPRMEHD2BCL2L2FHOD1CDC42BPACAV1CAV1CAVIN1NOTCH3ENGVWA1S100BBCHEASS1IL12BTP63FGFR1CORO1BCORO1BLRRK1GSTZ1ESR2ESR2ESR2ADIPOQZNF3EPM2AIP1DCP1AZBTB48FHITTSTA3ACY1ALDOBALBALDOBALDOBDNPEPPPARGSDC3EPORHDAC4KCTD13RYR2SCAND1HGDLEPRCCDC91CPOXCASP6MID1PARD3PARD3PARD3SFNPLXNA2CLDN7FGFR3CLDN4CEACAM5CAMK2BCAMK2BCAMK2BFBP2SRGAP2SH3GL1MICALL1MALT1TPM4FLNBCOL7A1KDM6AKDM6AACTN2CSRP3CRYABDESDESPMELDAAM1DAZLSNCAIPNFIL3SLC31A1ATF6SNCAAMFRBTKRIPOR2RIPOR2KMT2AKMT2AEEDKMT2AL3MBTL1DDX39BPKMFGFR1APCATG16L1AMFRSFNSFNS100A2TRIM29RHCGNCR3NCR3NCR3CXCL5CXCL5THBS1THBS1THBS1FN1FN1FN1FN1COL1A1COL1A2COL1A1COL1A2FN1COL1A1FBP1BNIP3BNIP3AICDAMETMETMETTP63TP63TNFFASFASFASFASGMDSGMDSTRAF1OPTNOPTNJAK2JAK2GRAMD2BPCBD1STAT3STAT3FNBP1FNBP1AIM2HOXA1JUNJUNJUNATF3STK3EPHA4BCL2SLAMF7SLAMF1APOBEC3FSTAT1STAT1STAT1BEX3TLE1TLE1TLE1TPM2TPM2MARCKSMX1CCL5CCL5STAT1GBP1GBP1CASP1CASP1CASP1CCL4PRF1STAT4CD6S100A4MAP3K5MAP3K5ESR1TRADDMVPMARCKSTNFAIP3TNFAIP3SDC4C1SAPOEKCTD12CTNNA1CTNNA1PSTPIP1P2RX4HLA−GCSF1CST3CD4STOMTNFSF10TNFSF10DDX58IFIT3IFIH1KCNJ2PTPROCD247CDH2CDH2CDH1FYNFYNATXN1ATXN1HIST1H2BGHIST1H2BGHIST1H2BCHIST1H2BFHIST1H2BIHIST1H2BEBCL2BCL2IRF5BIN1BIN1BIN1BIN1BIN1
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