
−3.73

−1.41

0.91

3.24
hsa−miR−770−5p

G
S

Z
mBL
intermediate
non−mBL

PTPN1
CDC25A

BICD2
TRA2B
STMN1

CDC25A
PKM

STC2
RANBP9

MFSD6
EFNB2
EFNB2

DLG5
NFIB

TMEM159
TRAK1
DCAF7

PKM
POGZ
POGZ

HIC2

−1.9 1.6∆ e



−6

−4

−2

0

2

4

6

hsa−miR−770−5p
G

S
Z

on
−
off

# features = 65

1

2



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−770−5p
G

S
Z


