
−4.51

−1.58

1.36

4.29
hsa−miR−661

G
S

Z
mBL
intermediate
non−mBL

PABPN1

MYO1C

SCD

SCD

SCD

KDELR1

MED20

LEF1

RASSF1

TIMM10

FKBP4

NLE1

CDC25A

LEF1

LEF1

−2 1.7∆ e



−6

−4

−2

0

2

4

6

hsa−miR−661
G

S
Z

on
−
off

# features = 50

1

3



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−661
G

S
Z


