
−2.99

−0.85

1.29

3.42
hsa−miR−526b*

G
S

Z
mBL
intermediate
non−mBL

PSAT1
APP
APP
FYN
FYN
FYN

IFIT5
IFIT5

ZNF134
ZNF236
ZNF236

PIP4K2C
TOPORS

ZBTB6
FNDC3B
ATG16L1

TBRG4
NFYA
NFYA

PAPOLA
ANKFY1
IGF2BP2
CYBRD1

TUSC2
TUSC2

−2.1 1.9∆ e



−6

−4

−2

0

2

4

6

hsa−miR−526b*
G

S
Z

on
−
off

# features = 76

1

2



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−526b*
G

S
Z


