
−4.95

−2.15

0.65

3.44
hsa−miR−515−3p

G
S

Z
mBL
intermediate
non−mBL

PEG10
PEG10

FAM46C
ATXN1
ATXN1

CDKN1A
SFT2D2
BMPR2
BMPR2

F2R
TES
TES

SOX4
SOX4
SOX4
SOX4

HDGFL3
HDGFL3
HDGFL3
ZNF711

MTAP
MTAP
MTAP
NME4

PDCD4
PDCD4
PDCD4
PDCD4

SRD5A1
SRD5A1
ZNF516
DYRK2
DYRK2
DYRK2

DNAJB4
ZSCAN12

ERI3
SIAH1

HDGFL3
FNDC3B

DESI2
UCK2

EBP
TLK1
TLK1

APBB2
APBB2
APBB2
APBB2

EZR
EZR

DDX3X
SIKE1
DESI2

MAT2A
TEX261

−2.8 1.9∆ e



−6

−4

−2

0

2

4

6

hsa−miR−515−3p
G

S
Z

on
−
off

# features = 206

1

5



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−515−3p
G

S
Z


