3.46

1.34

GSZ

-0.77

-2.89 -

CCND2
CCND2
CCND2
MDFIC
MDFIC
SCAMP1
SCAMP1
SCAMP1
DNAJB4
FOXJ3
SP1
GLE1
EFCAB14
ZBTB18
POU4F1
POU4F1
HIC2
FKBP4
PGAP2
NENF
URB2 |l
ID1
DDIT4
CDC37L1
GADDA45B
GADDA45B
GADD45B
ZNF419 |
GNAS

i

B

! I'I'i".I. |

h'ﬂ h«

i

IIII III

Ju u. {“r '

hsa—miR-30e*

E.I.
I"ﬂ |

)."h'ﬁ

11 III

E—LL

| ﬂ:’:l'lhi'h”

[ RRE L

L' .ﬁh":' h '..'"11

IIIIII

L

i

i
I

nnnnnnn

N

-2

Ae

2.1






hsa—miR-30e*

Jgw-uou

arelIpawiaul

gu



