
−3.04

−0.41

2.21

4.83
hsa−miR−193a−3p

G
S

Z
mBL
intermediate
non−mBL

CCND2
CCND2
CCND2

TRIB2
TRIB2

STMN1
PSRC1
TRIB3
TOP1

SECISBP2L
LAMP2

DNAJB9
YWHAZ

TCF4
TCF4
TCF4
TCF4
TCF4
TCF4

BAZ2A
JADE2
JADE2
DYRK2
DYRK2
DYRK2

HP1BP3
DCAF7

NFYA
FLI1

MARCKSL1
NET1
NET1

SIAH1
HLTF

−1.9 2.1∆ e



−6

−4

−2

0

2

4

6

hsa−miR−193a−3p
G

S
Z

on
−
off

# features = 99

1

5



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−193a−3p
G

S
Z


