
−2.61

−0.62

1.36

3.34
histone H3−K4 trimethylation

G
S

Z
mBL
intermediate
non−mBL

HIST1H1C

TET3

KMT2A

KMT2A

KMT2A

ZNF335

HIST1H1E

KMT2A

KMT2A
−1.5 1.7∆ e



−6

−4

−2

0

2

4

6

histone H3−K4 trimethylation
G

S
Z

on
−
off

# features = 25

1

1



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

histone H3−K4 trimethylation
G

S
Z


