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CRKRB1RANBP9MAPK14MAPK14GSTM4GSTM4GSTM4GSTM4ARPC4JUNDJUNDCBX4HMGA1H2AFXU2AF2HOXA9HOXA9HIST1H2AMHIST1H2AIHIST1H2ALHIST1H2AGHIST1H2BHMARCH6ESR2ESR2ESR2ANK1ANK1ANK1ANK1ANK1ANK1CNTNAP2CYB5ACYB5ACYB5ABCRBCRNDUFAF7SUMO1
MDM2MDM2MDM2CYP1A1PAWRPAWRPTK2BPTK2BTP53TP53MDM4CASP2CASP2CASP2DHCR24CDH2CDH2LAMP1HSPA2TSPAN14PORBCHELDB2AKT1SLC4A2UBE2L3TULP3TRIB3WWOXWWOXDDCPCCASLC27A2SLC27A2ARRB2PPARGPPP1R3DPEX7SORT1LAMP1CPSF1CCND1CCND1EGFREGFRRYR2PTGS2CSF3ALOX5APAPBA3ARPC4SQSTM1BIRC7PKP3PKP3SLPIRXRARXRASTC2APOA1APOA1YES1YES1NLRP1NLRP1NLRP1CDK19TRAK2TSPAN5RFC5PDE4DIPPDE4DIPPDE4DIPPDE4DIPANK2PDE4DIPPPP3CABLZF1TTN

LONP2LONP2MAP2K7N4BP2L2RACK1SNCANKX2−1PEX5PEX5PPP3CBPRKCAPRKCAHDAC6MAPK14CDK19UBE4BUBE4BUBE4BBIRC5HACD3BIRC5RFC5BRCA1BRCA1MCM10PLCB1SMAD3SMAD3SMAD3SMAD3SYNE1GCHFRPRKCAFN1ECM1FN1FN1FN1FN1STAT1STAT1STAT1STAT1GBP1GBP1GLDCSRCNCOA1NCOA1NCOA1ZFHX3CD40CD40CD40IL6RIL6RNOD2ESR1LGALS9PLSCR1LAMP2CD4RYR1FYNFYNPRKCHPRKCHPDE4DPDE4DPTPN1EHHADHPDE4DIPPLAURPLAURCAV1CAV1THY1THY1THY1PDGFRBNOTCH3HMOX1APPAPPIGF2RSCARB2SCARB2JUNJUNJUNHSPA6HSPA1AHSPA1B
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