
−5.7

−2.22

1.25

4.73
damaged DNA binding

G
S

Z
mBL
intermediate
non−mBL

TP63
TP63

NEIL1
APTX
TP63
CRY2
OGG1
MSH6

CUL4B
CUL4B

DDB2
TP53BP1

XPA
MPG

ERCC1
POLI

POLH
GTF2H3

DCLRE1A
TP63
TP73

NEIL3
BRCA1
AUNIP

BRCA1
POLQ

H2AFX
TP53
TP53

−1.8 1.7∆ e



−6

−4

−2

0

2

4

6

damaged DNA binding
G

S
Z

on
−
off

# features = 86

1

2



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

damaged DNA binding
G

S
Z


