5.82

2.77

GSZ

amino acid binding

TAT ‘

DDC ‘

ASS1
SLC1A3
GCHFR
DDAH1

SHMT1

'mﬁ

\Hf\

mBL

intermediate

non—-mBL

-1.8

Ae

N

2.1



amino acid binding




amino acid binding

Jgw-uou

arelIpawiaul

gu



