
−6.11

−0.92

4.27

9.46
12_Het_MSC_Adipocyte

G
S

Z
mBL
intermediate
non−mBL

MMEMMEPCDH9PDZD2CUX2GNG7HDAC9AUTS2ALOX5ALOX5ALOX5SERINC5LTBP1LTBP1PLCB1PDZRN4HMGN5RAP1GAP2FHOD3GAREM1PDS5BNEIL3WASF3SMAD1SUGCTAFF2AFF2AFF2BACH2ABHD17BNREPNREPMTAPMTAPMTAPPHGDHAPBB2APBB2APBB2ZNF804AGPM6AGPM6APLAC8JADE3BANK1ARNT2MNDAIL2RAIL2RAENTPD1ENTPD1ENTPD1PARVBPARVBPARVBPARVBTTNNUP210RALGPS2IKZF1CD22PDS5BNFATC3RNGTTGAS2SNRPNNOL4PIEZO2PFN2ZSCAN18PRKCZCOL4A5CD5LPHEXGAB1PHACTR1CD70L1TD1ARVCFARVCFOAS1OAS1OAS2XAF1OAS3EPHB1TNFRSF13BEHHADHMOCOSCD36CD36TLK1TLK1KLHL23FAM169ASYT17ADAM28ADAM28TBL1XTBL1XTBL1XTBL1XDMDDMDSOBPSORL1SORL1CD22CD22CD22NADSYN1RUNX1VWFMYLKLDLRAD4LDLRAD4LDLRAD4LARGE1GRK5GRK5NEBLNEBLTRIM29SPINK5ESR2ESR2ESR2PCDHGA5PCDHGA5PCDHGA5PCDHGA5PCDHGA5SEL1L3SEL1L3POU2F1CUX1CUX1ANK1ANK1ANK1ANK1ANK1ANK1KAZNTERTSARDHSORBS2SHANK2MBOAT2RAB3BZC4H2RASA3INPP5AMAP4K3BRIP1XRCC4XRCC4GINS3RFC3SCMH1RPL39LCDC45C1orf112DMC1DMC1CCDC15CENPICENPIZNF529ZNF345ZNF432ZFP30ZNF813POLIZNF268ZNF573ZNF492ZNF257ZNF254ZNF93MUC16PRIM2ZNF184SPIDRNHLRC2ZNF248ALMS1HDAC4PLEKHA8OSBPL10HS2ST1HS2ST1SMAD1APBB2MAD1L1ACYP2CBR4CEP70NBEASCML2TIAM1TIAM1CAMK4FHITSLC9A7ZNF711TMSB15BLZTFL1CELSR1SPAG16KIF5CRABGAP1LSEC14L1SEC14L1EPM2AEPM2ATPD52TPD52TPD52TPD52RPS6KA5RNFT2RNFT2JAKMIP2TRIM9SLC41A3ZNF26MSTO1METTL8UHRF1BP1LDENND1AACTL8GALNT12PHKA1MORC4ARHGAP44ALCAMALCAMMSR1SIGLEC1SIGLEC1SELENOPCD38CACNA1ACACNA1ASP110GPHNTRPM2PTPRRPTPRRBCAS1POF1BESR1CD96ST8SIA1TBC1D12GRAMD1CTNFRSF10BF8BABAM2MAN1C1MERTKMERTKADGRE1ERC2PTPROCTNND2CTNND2HNMTHNMTDPYDANOS1DOCK4DMXL2PLCL1PIRCHFRIL3RAGNAQANO10PDE4DIPLHFPL2RTN1MGAT4ASTK3PCTPMARCH1TRPS1CPQCPQROBO1HS3ST3A1AOAHCSF1RITGAMFYB1FYB1FYB1RTN1TFECCLIC2KLRD1KLRD1CHST11IPCEF1PRKCQINPP4BPRKCHBCL11BFRMD4BDDX60IL15RGL1PLXNC1LCP2LCP2GIMAP5GIMAP5MCTP1GALNT11CERS6CERS6CHN1SLC22A3ADGRG2PCDHA5OCA2CRY1SRPXCHRDL1TSPAN7TNFSF11PID1FGF13MMRN1ICA1ICA1MAP7MAP7MAP7PPM1HCNIH3PDE4DPRUNE2PTPRN2PTPRN2EYA2SV2BANK3SLC6A16SLC37A1BDKRB2PRR5−ARHGAP8PRR5−ARHGAP8SPOCK1MTUS2MNAT1TTLL4KIFAP3NME7RELNABCB1ZNF350ZNF155ATP2C1ATP2C1UGGT2ARL15APOOLAPOOLMBNL3ARHGEF9KDM6AFEZ2ATP2B1PTPN13KITESRRGCYTIPDOK5FARS2MYRIPMGMTASTN2ASTN2CTNNA2LSAMPAKAP7DMXL2ALPK1ALMS1REEP1KIR3DL1CACNA1ASGCDSPON2CHST15CEACAM21RGS7PCDH9PPM1EGNB1LCABP5RBKSKIAA1549LTAF4BNR3C2TMPRSS15PDE4DIPMYH2CA3GBA3SYT1NRXN1CLIC5TSPAN8MAOAMAGEC1SOHLH2REEP1TENM1PTPN4ARHGAP6SUPT3HABCA8PON3PTNCOL4A4MID1TRPM6DLGAP4SLC1A2DIO2DLGAP4DLGAP4NCK2EDEM2SIPA1L1DIAPH2TMCC1TESK2KLHL3NTRK2WWOXWWOXFAM174BSLC27A2SLC27A2FAM184ASLCO5A1CASKADAM28STX3PCCADHX32TRIM2TRIM2SCAPERCOBLBCAS3CLTCL1CAMK2BCAMK2BCAMK2BCOLEC11RYR2ZIC1RAB6BESRP1RFX2GRIP2TSHZ2SERPINA3MOXD1RCAN2TUSC3PLPP3MSRB2GLT8D2LRP12PRR16BICC1HEPHTMEM47GNAQPLD1PLD1SEMA5ATFPITFPIFAM13ALEPRADGRL2CAV2CFILDB2NME8FLT3MSRATBC1D8SLC16A6CKAP4CKAP4IGF1RIGF1RPIK3R3RPS6KA2PSD3PSD3HIP1HIP1HBS1LPDSS2GLRA2SNCAZEB1ZNF124RSRC1CCDC102BTHSD7ATRPC4SOX5KLF13ZBTB20ZBTB20ATRXRBM41MARK1CA8TOXTOXITPR2ITPR2TRIM36ARHGAP24TCF4TCF4TCF4TCF4FUT8DDCABCA7TPK1DENND4CNCOA1NCOA1NCOA1SLC35G2DLGAP1DLGAP1CDYLCDYLCDYLANKRD55FRMD4ASIGLEC5HIVEP3CCSER2MEF2AUSTARAP2PLA2G4CFXYD6NEDD9NEDD9ENOX2TCAF1VAV3VAV3TBC1D22ARIPOR2RIPOR2CNR2EPHB1SP140IL16IL16SP100ARHGAP25ARHGAP25IL18R1BCL2L14SIDT1PLAGL1PLAGL1PLAGL1PHACTR2PHACTR2PHACTR2STEAP1BCACNA1DPARM1RASGRP3CTPS2MYO1DGMDSGMDSGALNT14PLXNC1PLXNC1CD84CD84CD84GALNT2ST6GAL1SLCO2B1SLCO2B1INPP5DIKZF1RYKPDE4BLIMD1SNTB1FOXN3UTRNTMEM38BPDE4DIPFAM69AFAM69AEHMT1PRKAR1BPRKAR1BKLRG1PRKACBCCNG2TP63UGT1A4UGT1A4HMGCS2GCNUP210REREREREAFF3FKBP5PRIM2R3HCC1LRFX7DLG1FOXJ3RAP1GDS1IKZF3SKAP2SKAP2PHTF2PHTF2ZEB1GALCZNF141CDKAL1SENP7KCNK12CADM1CADM1CADM1SYNE1SERPINI1RNGTTRNGTTRNGTTAKAP7NLGN4XCHL1NELL2LY9LY9PDLIM3RAI14COL14A1ADAM12ADAM12COL15A1CSGALNACT1P4HA2SULF1SULF1SULF1VNN1PLPP3CYP1B1CYP1B1CYP1B1RYR1NCALDCXCL13TP63TP63CST7PRKCHITKSIRPGFCN1CPVLALDH1A1SHTN1MARCOSLAMF7NMUCHN2CHN2CHN2

−2.6 3.2∆ e



−6

−4

−2

0

2

4

6

12_Het_MSC_Adipocyte
G

S
Z

on
−
off

# features = 2273

1

166



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

12_Het_MSC_Adipocyte
G

S
Z


