
−4.99

−1.13

2.72

6.58
VALK_AML_CLUSTER_9

G
S

Z
mBL
intermediate
non−mBL

CD1C

CHI3L1

CHI3L1

VSIG4

CLIP2

FCGR2B

PAPSS2

COLEC12

TGFBI

RPS6KA2

FAM171A1

CHST12
−2.3 2.3∆ e



−6

−4

−2

0

2

4

6

VALK_AML_CLUSTER_9
G

S
Z

on
−
off

# features = 46

1

2



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

VALK_AML_CLUSTER_9
G

S
Z


