
−5.39

−1.1

3.19

7.49
TOMLINS_PROSTATE_CANCER_DN

G
S

Z
mBL
intermediate
non−mBL

AKAP12
TPM2
TPM2

SCRN1
GATM
GATM
MEIS2
SGCE

ZNF516
SEC23A

GSN
LPIN1
LPIN1
MYOF
MYOF

LAMA4
PMP22

MYLK
DST

SPART
RBPMS
RBPMS

CYLD
FHL1
FHL1
FHL1
FHL1
GAS1

C7
CLU
CLU
CLU

−2.2 2∆ e



−6

−4

−2

0

2

4

6

TOMLINS_PROSTATE_CANCER_DN
G

S
Z

on
−
off

# features = 89

1

4



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

TOMLINS_PROSTATE_CANCER_DN
G

S
Z


