
−5.35

−1.4

2.54

6.48
THEILGAARD_NEUTROPHIL_AT_SKIN_WOUND_DN

G
S

Z
mBL
intermediate
non−mBL

RASGRP2RASGRP2RASGRP2RPS6KA5HDAC5S1PR4ATP6V0E2CBFA2T3PITPNM1AKT1ZFP36L2GRK2STAT6ARHGAP1MARK2HSF1ARHGEF1PRKCBMBD4RBM5OGTCDKN2DLSP1INPP5DFLOT2TGFB1MYO9BHHEXHHEXGALNT3CELF2CELF2CELF2PDE3BPDE3BGAS7GAS7GAS7MAPKAPK3PLCB2TSTACVR1BCITED2CITED2LILRA2LILRA2GCATGFAPECAM1LILRA2LILRA2CYTH1CASP8IQGAP1ADAM10ADAM10SRPK2FLI1CDK13SPASTCD46STX16DHX9DHX9ST8SIA4SNAP23SNAP23RBL2SMARCA2SMARCA2IGF2RIGF2RCSTAACTN1ACTN1ENTPD1ENTPD1ENTPD1MAP3K5MAP3K5CSF3RGNAQACTN1ADGRE5ITGB2SLC31A2ZNF185NCOA1NCOA1NCOA1ITPKBRGS2TSC22D3TSC22D3MEIS2ATRXPPP1R12AGSK3BPPM1AATRXUBN1SEC14L1SEC14L1APAF1REREREREFOXO1RCBTB2GNASFKBP1ARABIFKLC1PPFIA1PPFIA1HSF1PEX1PEX1MYCBPSLC19A1SLC19A1MAPKAPK3RARARARAIDSSMC1ALRRFIP1PPP1R12BPHKA2PRMT2FLIIWASMAPK3TCAPBARX2GNAO1PDE3BABCG1GAS7ACVR1BSELPLGSELPLGTLR1ITGALSRPK2GTF3C1GTF3C1MTMR3ULK1FEZ2MARK2EIF4G2SLC23A2SLC23A2SLC23A2HTATIP2CPNE3TPST2IDSIDSIDSIDSIDSRIPK1GNAQ

−2.4 2.2∆ e



−6

−4

−2

0

2

4

6

THEILGAARD_NEUTROPHIL_AT_SKIN_WOUND_DN
G

S
Z

on
−
off

# features = 429

1

13



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

THEILGAARD_NEUTROPHIL_AT_SKIN_WOUND_DN
G

S
Z


