6.5

1.68

GSZ

-3.14

—-7.96

HIPK2
HIPK2
SCRN1
EGFR
EGFR
ACKR3
PITPNC1
LTBP2
LGALS2
SERPINE1
SERPINE1
MMP3
MT1E
MT1G
MT1H
MT1X
MT1F
MT1F
MT1F
MT1H
BYSL
DTYMK
E2F1
NOLC1
HELLS

SUNG_METASTASIS_STROMA_ DN

IIIII IIIII ”IIII

IIIII ‘I IIIIII |II IIIII1I IllEIIII”II | I II

A

L ik ni

ol I ]n.. j II':II.':”..'. ..I'.I' !

L

nnnnnnn

mBL
intermediate




i




SUNG_METASTASIS_STROMA_DN

O

mBL
intermediate
non—-mBL



