
−2.74

−0.65

1.44

3.53
REACTOME_SIGNALING_BY_FGFR1_FUSION_MUTANTS

G
S

Z
mBL
intermediate
non−mBL

STAT1

STAT1

STAT1

STAT1

BCR

BCR

ZMYM2

PIK3R1

PLCG1

CNTRL

GAB2

STAT5A

STAT3

STAT3

−2.1 1.5∆ e



−6

−4

−2

0

2

4

6

REACTOME_SIGNALING_BY_FGFR1_FUSION_MUTANTS
G

S
Z

on
−
off

# features = 34

1

5



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

REACTOME_SIGNALING_BY_FGFR1_FUSION_MUTANTS
G

S
Z


