
−3.35

−1.02

1.3

3.62
REACTOME_BRANCHED_CHAIN_AMINO_ACID_CATABOLISM

G
S

Z
mBL
intermediate
non−mBL

BCAT1

BCAT1

DBT

BCKDHB

BCKDHB

ALDH6A1

AUH

BCAT2

IVD

IVD
−1.6 1.1∆ e



−6

−4

−2

0

2

4

6

REACTOME_BRANCHED_CHAIN_AMINO_ACID_CATABOLISM
G

S
Z

on
−
off

# features = 27

1

2



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

REACTOME_BRANCHED_CHAIN_AMINO_ACID_CATABOLISM
G

S
Z


