
−19.75

−7.93

3.89

15.71
MARSON_BOUND_BY_E2F4_UNSTIMULATED

G
S

Z
mBL
intermediate
non−mBL

SHMT1BUB1EXO1CENPENCAPHTRA2BEXOSC2BIRC5BIRC5CDC25AHELLSINTS7INTS7SRSF11CCDC25MYCRPS20BICD2BICD2MAP3K7NASPRNASEH2BPIMREGSARS2TEDC2PIDD1LSM5PALB2CCP110RBL1ERI2CD3EAPTIMM50E2F1MCM4CDC25AADHFE1INCENPCENPQPRIM2TBCCD1HAUS6MAGOHBC1orf109BRIX1NTAN1CDK5RAP2ALMS1ALMS1ARMC8XRCC4XRCC4HLTFPAK4IRF2BP1IDH3BMRPS12MRPS12KATNB1PYCR3AAASRNF41RNF41RSL1D1RSL1D1PAN2ANKHZMYM1ERCC6LTIMM8ARBMX2CENPICENPIREXO5REXO5WRAP53SIVA1ORC1GINS3WDR76SPC25FANCIMCM10CDC6CDC6ZWILCHTIPINCDC45PLK1CENPACENPACDCA3KIF2CASF1BCDCA8ARHGAP19CENPMC1orf112PCLAFARHGAP11APBKPARPBPSPDL1NEK2TOP2AKIF20AKIF23PLK4PLK4GTSE1CEP55ECT2EXOSC2POLQCDC7ESPL1POLE2KIF15PSMC3IPDSCC1KIF22TRAIPNEIL3GTSE1HIST1H4CCHEK2BRCA2BRCA2DEPDC1SKP2MSH6UBE2CHMGB3NEK2DARS2CENPNCENPNMNS1OGG1FANCAFANCATP53TP53NOLC1CCNFRANGAP1KIF22AK2PLK4MCM4KCNAB2NEMP1PRIM2FKBP15SHC1ANKFY1TCF3TCF3TCF3TCF3MTAPMTAPMTAPSKP2BRIP1DDX11SRSF11RNASEH2BSIVA1NFATC2IPSFPQTCF3XRCC2MRPL57ALMS1RPS6KA5RANBP1RAD54LE2F1DGCR8NABP2YLPM1POLA1MRE11SRSF6PITPNM1H2AFXZFPL1ZFPL1RAB11BMYO9BMED18ATRXATRXPMS2CDK19MED18HIST1H2AIHIST1H4KHIST1H4KHIST1H1BHIST1H2ABHIST1H3BHIST1H3FHIST1H3CHIST1H3GHIST1H2AEHIST1H2BBHIST1H2ALTESK2SLC11A2SLC11A2SLC11A2FHOD1SLC9A5TGFB1I1SYNGR1IFT27HIST1H2BNRTEL1SMC1AHIST1H2ACHIST1H2BDHIST1H2BDHIST1H2BHHIST1H2BEHIST1H2BKHIST1H2AGHIST1H4HHIST2H2BEHIST1H3HHIST1H2BGHIST1H2BGHIST1H2BFHIST1H2ADSTAT1STAT1STAT1STAT1CXCL10STAT1HIST3H2AANAPC15IFT27IL23ACCNG2CCNG2CCNG2NET1NET1RIOK3CDK19NFYASLC11A2PIAS1MDM1HSD17B6BLZF1NME7ERG28GPD2HSP90B1HSPA13CALUCALUPEX19TMCO1GTF2A1IQGAP1SMC3NUSAP1ALDH6A1SART3DCAF7TBC1D13DZIP3DZIP3ARMC8OPA1OPA1AGFG2CD2BP2CNOT9PPP1R7CTC1DHRS7BPMLPMLPMLUSTPMLNOTCH1AGFG2NEU1SLC31A1FKBP15SYNGR1MXD3PASKPASKPASKKMOKMOKMOOPN3FHFH

−2.2 2.2∆ e



−6

−4

−2

0

2

4

6

MARSON_BOUND_BY_E2F4_UNSTIMULATED
G

S
Z

on
−
off

# features = 841

1

39



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

MARSON_BOUND_BY_E2F4_UNSTIMULATED
G

S
Z


