
−2.81

−0.94

0.92

2.79
LIN_MELANOMA_COPY_NUMBER_UP

G
S

Z
mBL
intermediate
non−mBL

ATP9A
TRIO
TRIO
TRIO
TRIO

CCND1
CCND1

CTNND2
CTNND2

MITF
PSMD4

MEST
DDX11

MLLT11
FARS2

ECI2
ENSA
ANO1
SCIN

POGZ
POGZ

MYC
RPP40
ECM1
CDYL
CDYL
CDYL

PIP5K1A
PIP5K1A
PIP5K1A
IQGAP1

PRUNE1
ARNT

−2 2∆ e



−6

−4

−2

0

2

4

6

LIN_MELANOMA_COPY_NUMBER_UP
G

S
Z

on
−
off

# features = 101

1

2



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

LIN_MELANOMA_COPY_NUMBER_UP
G

S
Z


