GSZ

AHCYL2
MARS
TRMT11
MAT2A
METTL2B
LCMT2
PAPSS2
PAPSS2
PAPSS2
CTH
CTH
SEPHS1

KEGG_SELENOAMINO_ACID_METABOLISM

W

it

i ||'"

mBL

non—-mBL

-1.9

Ae






KEGG_SELENOAMINO_ACID_METABOLISM

mBL

intermediate

non—-mBL




