
−9.12

−2.51

4.09

10.7
HELLER_HDAC_TARGETS_SILENCED_BY_METHYLATION_UP

G
S

Z
mBL
intermediate
non−mBL

HBA2HBA2HBA2HBA2HBA2HBA2SPINK2ADARB1SLC12A8CLIP2FAM49AFAM49AARMCX2HIST1H2ACHIST1H1CHIST1H4HHIST1H2BCH1F0FHL1FHL1FHL1FHL1KLF2S100A4PTGER4BEX4MYCNGATA3ZSWIM8TMEM127KDM5BKDM5BKDM5BMGST3TCEAL9KRT18BEX3AKAP12GLDCNAB2TLE4DUSP2HOXA1JUPZBTB43DZANK1GSNTXNIPITGA6GNSSTAT1STAT1STAT1SNAP23SPAG9GM2AGM2AGM2AIL13RA1IL13RA1IL13RA1GLULPDLIM5PDLIM5PDLIM5CYP1B1CYP1B1CYP1B1MYOFMYOFMICAL2CFHSLC16A3COL6A2CRISPLD2RRASRCN3CDKN1AUNC119ALDOCCSTATFECENPP2AHRSTAT3STAT3PFKFB3BIRC3L1CAMBMP2KC3CDH1SERPINE2NTSRAI2STAT1CXCL11LAMP3IFI6IFI27IFIT1TFPI2TFPI2OGDHLSMPD3NUP62CLSERPINI1HIST1H3GHIST1H4KCYP1A1KLHL24FERALCAMALCAMSWAP70MEF2CMEF2CPTK2BCL6FGD6HIST1H3HHIST1H2AMHIST1H2AEHIST1H2BGHIST1H2BGHIST2H2BEHIST2H2AA3HIST2H2AA3RRBP1RRBP1EHHADHATP1B1ATP1B1RASGRP2RASGRP2RASGRP2ABATABATBIN1BIN1BIN1BIN1BIN1ID2EGR1NR4A2NR4A2NR4A2NRGNRTN2IZUMO4SYT11SYT11DUSP1HIST3H2ATMSB15ALHX2TKTL1NAP1L3SELENOPHPSESLC16A4SPIBPFN2FKBP1BTUBB6PPARDRPS6KA2CDK18CYP26B1CRIP2PLECITGBL1COL14A1FBN1FBN1RRADFGFR1FSCN1FSCN1IGFBP3IGFBP3ARG2HSPA2TSTHES1HES1MLF1TSPAN12AKR1C3PLK2JAG1CSRP2CSRP2HPGDHPGDSPP1FOSCD9ALDH1A3FN1FN1FN1FN1FN1TIMP3TIMP3TIMP3FOXG1MAGEB2MAGEA3MAGEA3MAGEA4SSX1SSX3SSX3SSX3SOX4SOX4SOX4SOX4MT1HMT1EMT1HMT1XMT2AABTB2METMETMETCXorf57MYBL1PRKAR2BTUBB2BC3orf14BIKCTHLPCAT3PLS1DBN1DBN1NUDT11WASF1ZCCHC14PPP2R3BRNFT2RNFT2SPTLC2CCNFDYRK3GPSM2GPSM2PCDH9GPM6AGPM6ACD24CD24CD24CD24CD24CD24PEG10PEG10

−3.5 3.1∆ e



−6

−4

−2

0

2

4

6

HELLER_HDAC_TARGETS_SILENCED_BY_METHYLATION_UP
G

S
Z

on
−
off

# features = 761

1

17



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

HELLER_HDAC_TARGETS_SILENCED_BY_METHYLATION_UP
G

S
Z


